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IMGPR_plasmid_3300007524_000059: 610-8,013 (+)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (ONNPIFPH_00015)
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IMGPR_plasmid_3300029426_000060: 5,987-13,411 (-)
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IMGPR_plasmid_3300007288_000025: 8,110-15,393 (-)

DS-24_DS-24 (PAMCOLGN_00016)
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IMGPR_plasmid_3300029412_000133:11,379-18,931 (-)
FS_HEPN_TM_TM (JIBBCJIG_00016)
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IMGPR _plasmid_3300029616_000121:5,037-13,169 (-)
FS_HEPN_TM_TM (KFFPCLGL_00001)
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IMGPR_plasmid_3300007299_000024: 506-8,061 (+)
1S91 family transposase 1ISTha3 (PANDENIE_00015)
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IMGPR_plasmid_3300029377_000143:5,528-14,578 (-)
1 2 3

IMGPR _plasmid_3300023496_000187:473-8,653 (+)
Tyrosine recombinase XerC (BPNBHDOA_00001)
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IMGPR _plasmid_3300014548 000041: 61-8,732 (+)
putative protein YjdF (EDJCMFFK_00001)
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IMGPR_plasmid_3300007210_000233:455-8,369 (+)

putative protein YjdF (JIILELIN_00018)
19 17

IMGPR_plasmid_3300007105_000116: 10,900-18,849 (-)
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IMGPR_plasmid_3300029056_000109: 355-9,499 (+)
18

IMGPR_plasmid_3300029389_000561:7,732-13,499 (-)

I

IMGPR_plasmid_3300029505_000239:43-5,861 (+)

l

IMGPR _plasmid_3300036769_000025: 111-5,197 (-)
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IMGPR _plasmid_3300014947_000195: 12,657-17,478 (+)

I

IMGPR _plasmid_3300029443_000225: 190-4,859 (-)
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IMGPR _plasmid_3300008063_000271: 1,145-6,138 (+)
15

IMGPR _plasmid_3300029052_000255: 5,815-10,808 (-)
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IMGPR_plasmid_3300014762_000100: 994-6,537 (+)
1 2 3 4
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IMGPR_plasmid_3300014936_000112:74-9,887 (+)

1S3 family transposase ISClsp1 (KNKPHGBH_00015)

ISE‘ family transposase ISClsp1 (KNKPHGBH_00014)
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IMGPR_plasmid_3300029538_000173:8,706-14,778 (-)
2 3 4 5 6 7 8 9
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IMGPR_plasmid_3300029743_000226: 150-13,149 (+)
26 25 24 23 22 21 20

IMGPR_plasmid_3300029716_000180: 13,505-23,989 (-)
1 2 3 4 5

IMGPR_plasmid_3300029772_000304: 510-10,439 (+)
1 2 3 4 5 6 11 12

IMGPR_plasmid_3300029710_000367: 12-12,190 (+)
RT_III-AM_III-B_2 (HNGOEFBK_00003)
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IMGPR_plasmid_2920527694_000013: 26-9,314 (+)
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IMGPR_plasmid_3300007098_000211:2,737-15,131 (+)
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IMGPR_plasmid_3300029779_000276: 1,096-13,861 (+)
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23 24 25

IMGPR_plasmid_3300029603_000188: 22,969-33,739 (+)

1S3 family transposase ISEnfa5 (PGJKOKNO_00016)
1S3 family transposase ISEnfa5 (PGJ KOKNO_00017)

IMGPR_plasmid_3300029371_000123:10,370-17,994 (-)
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IMGPR _plasmid_3300029884_000147:17,710-23,517 (+)
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IMGPR _plasmid_3300029353_000139: 11,960-17,133 (+)
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IMGPR _plasmid_2915389896_000003: 21,157-26,807 (+)
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IMGPR _plasmid_3300039344_000063: 25,737-30,494 (+)
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IMGPR_plasmid_3300029379_000146:191-4,876 (-)
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IMGPR _plasmid_3300029707_000223:839-14,223 (+)
[ 5000 nt
defence (DefenseFinder) AMR (AMRFinderPlus)




