putative tRNA-dihydrouridine synthase (FKJFNIKC_00003)
Thiosulfate sulfurtransferase GIpE (FKJFNIKC_00006)
1 2 \ 4 5 Hydroxyacylglutathione hydrolase (FKJFNIKC_00007)

)

IMGPR_plasmid_2645727936_000015:578-6,670 (+)

shah_acc_0037 HNH (DMBJKFKA_00004)
3] 5 6 7

RO —AT-3—CH A

—
IMGPR_plasmid_2603880018_000002: 2,243-11,756 (+)

shah_acc_0037 HNH (EKJLOJIC_00036)
37 [ 35 34

dHO I — -

L
IMGPR _plasmid_2654587608_000006: 34,357-42,330 (-)
7 8 12 putative tRNA-dihydrouridine synthase (CPEFJJNL_00013)

IMGPR_plasmid_2600254959_000007: 7,073-16,208 (+) >{ l
UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (EOBLMBEI_00003)
Surface protein (EOBLMBEI_00001)

2 \ 4 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase (EOBLMBEI_00005)

IMGPR_plasmid_2568526526_000005: 23-11,967 (+)
UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (ENAEBCGO_00003)
1 2 4 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase (ENAEBCGO_00005)

IMGPR_plasmid_2603880037_000002: 109-12,251 (+)

UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (MKAJLDID_00003)
1 2 4 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase (MKAJLDID_00005)

IMGPR_plasmid_2603879903_.000002: 16-12,619 (+)

UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (PBNJNJAK_00002)
DP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase (PBNJNJAK_00005)
1S256 family transposase 15256 (PBNJNJAK_00003)
1 \ 4 \ 6 15256 family transposase 15256 (PBNJNJAK_00007)

IMGPR_plasmid_2602041744_000003: 399-14,671 (+)

UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (DOAJGMAP_00002)
1S256 family transposase 1S256 (DOAJGMAP_00003)
1 \ 4 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase (DOAJGMAP_00005)

IMGPR _plasmid_2602041844_000002: 361-13,312 (+) K
UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (AEIADBHG_00003)
1S256 family transposase 15256 (AEIADBHG_00004)
1 2 \ 5 UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase (AEIADBHG_00006)

IMGPR_plasmid_2603879802_000002: 22-13,476 (+) K
UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (MCGBCBEC_00003)
1S256 family transposase 1S256 (MCGBCBEC_00004)
1 2 \ 5 UDP-N-acetylmuramoy!-tripeptide--D-alanyl-D-alanine ligase (MCGBCBEC_00006)

K

IMGPR _plasmid_2603880025_000002: 94-13,759 (+)
Potassium-transporting ATPase KdpC subunit (FPOKBNHC_00003)
Potassium-tran?portingATPaseATP-binding subunit (FPOKBNHC_00001)
Potassium-trarfsporting ATPase KdpC subunit (FPOKBNHC_00002)

[ T 4 5 6 7 8 Stk2_Stk2 (FPOKBNHC_00009)

P —C @ -g@m T )@@ HETD

IMGPR _plasmid_2582581101_000006: 50-12,698 (+)
Potassium-transporting ATPase KdpC subunit (MLICPGIP_00003)
Potassium-tra?sporting ATPase ATP-binding subunit (MLICPGIP_00001)
Potassium-trahsporting ATPase KdpC subunit (MLICPGIP_00002)
T 4 5 6 7 8 Stk2_Stk2 (MLICPGIP_00009)

OO -a-G¢@&E s H— —-a—CH )

IMGPR _plasmid_2590828176_000004: 3-12,585 (+)
Potassium-transporting ATPase KdpC subunit (HPCGNLMG_00006)
Potassium-transporting ATPase Kd pf.rsubunit (HPCGNLMG_00005)
Potassium-transporting ATPase potassium-binding subunit (H PCGNLMG_00003)
Potassium-transporting ATPase ATP-binding subunit (HPCGNLMG_00004)
Sensor protein KdpD (HPCGN LMG_OOOO‘l)
‘ 2 7 8 9 10 11 Stk2_Stk2 (HPCGNLMG_00012)

|
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IMGPR _plasmid_2590828164_000007:127-17,489 (+)
Potassium-transporting ATPase KdpC subunit (OGIMLPFM_00003)
Potassium-trangﬁorting ATPase ATP-binding subunit (OGIMLPFM_00001)
Potassium-transporting ATPase KdpC subunit (OGIMLPFM_00002)
Stk2_ Stk2 (OGIMLPFM_00009)
4 5 ) 7 8 10 11

OP)—C @ -@-g@EH D - CHTETD T

IMGPR _plasmid_2574179840_000003: 74-14,165 (+)
Potassium-transporting ATPase potassium-binding subunit (JJHHIDAH_00038)
Potassium-transporting ATPase KdpC subunit (JJHHIDAH_00036)
Sensor protein KdpD (JJHHIDAH_00040)
39 Copper exporter (VF0849) (JJHHIDAH_00037) 35 34 33 32 31 Stk2_Stk2 (JJHHIDAH_00030)

(N — O @ EG-@§@EE T ~-a—CCEHTTD

IMGPR _plasmid_2576861168_000006: 30,424-47,045 (-)
Potassium-transporting ATPase potassium-binding subunit (NKKMBLIK_00003)
Potassium-transporting ATPase KdpC subunit (NKKMBLIK_00005)
Sensor protein KdpD (NKKMBLIK_00001)
2 Copper exporter (VF0849) (NKKMBLIK_00004) 6 7 8 9 10 Stk2_Stk2 (NKKMBLIK_00011)

(I O <CTEE--EEH O KCH i

ree o .1 I
IMGPR_plasmid_2571042236_000007: 68-17,876 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (OLJJCJEE_00001)
Potassium-transporting ATPase potassium-binding subunit (OLJJCJEE_00004)

Sensor protein KdpD (OLJJCJEE_00002) Potassium-transporting ATPase KdpC subunit (OLJJCJEE_00006)
\ \ S} Copper exporter (VF0849) (OLJJCJEE_00005) 7 8 9 10 11 Stk2_Stk2(OLJJCJEE_00012)
I N

I

IMGPR _plasmid_2574180222_000006: 1,143-20,219 (+)
k 7000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




