PDC-S04_WP_201691753.1 (GONMALOC_00036) Toxin YoeB (GONMALOC_00002)
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IMGPR_plasmid_3300014026_000007:24,916-36,849 (+); 1-3,687 (+)
PDC-S09_WP_046661845.1 (JOMDAEGF_00041)
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IMGPR_plasmid_3300011986_000027: 30,059-33,733 (+); 1-7,587 (+)

PDC-S09_WP_046661845.1 (CEJGBAFM_00007)
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IMGPR_plasmid_3300053491_052952: 152-10,795 (+)
39

IMGPR_plasmid_3300006249_000012:28,411-32,869 (-)
1 2

IMGPR_plasmid_3300007646_000011: 69-4,678 (+)
31

IMGPR_plasmid_3300006498_000007: 22,427-26,225 (-)
Tn3 family transposase (FHABFLFP_00042)
43 \ 41
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IMGPR_plasmid_7000000449_000010: 29,738-37,472 (-)

Tn3 family transposase (BJPDEBFF_00003)
12 \ 4
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IMGPR_plasmid_3300008650_000006: 72-8,156 (+)

REase_lI_00065 Type (DAKLJKHB_00007) Lipoprotein E (DAKLJKHB_00001)
tRNA-Gly(ccc) MTase_l1_00047 Type (DAKLJKHB_00006) letA_00002 (DAKLJKHB_00003)
13 12 11 10 9 8 ‘ 5 letS_00005 (DAKLJKHB_00004) 2

IMGPR_plasmid_330000808%_000051:175-20,198 (-)
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