
IMGPR_plasmid_3300029418_000113: 10-7,723 (+)

Peptidoglycan D,D-transpeptidase MrdA (APAILBED_00001)
Septum site-determining protein MinD (APAILBED_00002)
Methylglyoxal synthase (APAILBED_00003)

4
Transposon Tn7 transposition protein TnsB (APAILBED_00005)

Transposon Tn7 transposition protein TnsC (APAILBED_00006)

7 8

IMGPR_plasmid_3300029387_000136: 14,788-22,537 (-)

Methylglyoxal synthase (JFLBHIEB_00016)
Septum site-determining protein MinD (JFLBHIEB_00017)
Peptidoglycan D,D-transpeptidase MrdA (JFLBHIEB_00018)

IMGPR_plasmid_3300029390_000112: 394-7,708 (+)

Septum site-determining protein MinD (MDIDNEFJ_00001)
Methylglyoxal synthase (MDIDNEFJ_00002)

IMGPR_plasmid_3300030447_000192: 25-8,240 (+)

Peptidoglycan D,D-transpeptidase MrdA (NMDOKEPE_00001)
Septum site-determining protein MinD (NMDOKEPE_00002)

Methylglyoxal synthase (NMDOKEPE_00003)

IMGPR_plasmid_3300029392_000120: 14,781-22,875 (-)

Methylglyoxal synthase (MBENIFEG_00016)
Septum site-determining protein MinD (MBENIFEG_00017)
Peptidoglycan D,D-transpeptidase MrdA (MBENIFEG_00018)

IMGPR_plasmid_3300029095_000169: 73-6,792 (+)

1 Methylglyoxal synthase (OBPDKOAG_00002)

IMGPR_plasmid_3300029610_000145: 12,266-21,108 (+)

REase_I_00009 Type (NNKFJJGF_00017)

IMGPR_plasmid_3300014803_000113: 409-12,529 (+)

5 7 REase_I_00009 Type (LDPONKIK_00008)

IMGPR_plasmid_3300029580_000076: 14,598-22,465 (+); 1-6,014 (+)

mads_8 (PDKDKADM_00011)
Plasmid recombination enzyme (PDKDKADM_00012)

13 14

Putative transposon Tn552 DNA-invertase bin3 (PDKDKADM_00015)

16 17 AbiD__AbiD (PDKDKADM_00018)

IMGPR_plasmid_3300008272_000116: 1-3,208 (-); 12,954-22,366 (-)

1516

5000 nt

defence (DefenseFinder) defence (PADLOC)


