O-antigen (VF0392) (CKAMDKJL_00096)
91 92 93 94 95 197

L0 S O O

-
IMGPR_plasmid_3300029731_000170:89,470-106,584 (+)
O-antigen (VF0392) (HEIJIAEL_00002)
9 5 4 T1

dddEdEC CE

-
IMGPR_plasmid_3300023490_000117: 120-19,679 (-)
11 151182 family transposase ISBas1 (LFNOLHNM_00006)

IMGPR_plasmid_3300030381_000251: 4,708-26,521 (-)
Transcription antitermination protein RfaH (KBEDFEFG_00011)
1S21 family transposase ISPpu7 (KBEDFEFGtOOOlS)
DrmD_00013 DrmD (KBEDFEFG_00017)
15 13 10
O-antigen (VF0392) (KBEDFEFG_00020) 19 ‘ TwT 14712 |Jo 8 76 5 4 321

IMGPR _plasmid_3300029238 000162‘467-43 0835
Transcriptional regulatory proteln BtsR (KKCBCFOC_00104)
15481 family transposase ISVchl (KKCBCFOC_00108)
PDC- SOl_WP_067088819 1 (KKCBCFOC_00112)
PDC-527_WP_062081222.1 (KKCBCFOC_00111)
105 107|110 113 115
102 103 |T106 [ 19*9T ‘ [114]

AKX

IMGPR_plasmid_3300029335_000226: 95,581-128,158 (+)
Transcriptional regulatory proteln BtsR (PJJGBBOB_00078)
1S481 family transposase 1SVch1 (PJJGBBOB_00082)
PDC-S01_WP_067088819.1 (PJJGBBOB_00086)
PDC-527_WP_062081222.1 (PJJGBBOB_00085)
79 84
77 | [sos81 |83 87

ACKEK

IMGPR_plasmid_330002953%_000164: 73,363-104,559 (+)
Transcriptional regulatory protein BtsR (EMAKJIPI_00089)
90
88 | [91 92

IMGPR _plasmid_2854171795_000009: 84,406-107,992 (+)
Transcriptional regulatory proteln BtsR (PDNHHNGP_00024)
15481 family transposase ISVchl (PDNHHNGP_00020)
PDC- SOl_WP_067088819.1 (PDNHHNGP_00016)
PDC-527_WP_062081222.1 (FDNHHNGP_00017)
‘ Chromosome partition protein Smc (PDNHHNGP_00009)

23 18 12 10 3
25 |]2221 |19 15 14 13 [11] 876 5 4 ]2 .cas12f2_V-F_2 (PDNHHNGP_00001)
L -
IMGPR_plasmid_3300029113 000134: 52-53,883 (-)
Transcriptional regulatory protein BtsR (PHKPNONF_00092)
15481 family tréﬂsposase ISVch1 (PHKPNONF_00096) Tyrosine recombinase XerC (PHKPNONF_00124)
PDC-501_ WP _067088819.1 (PHKPNONF_00100) DNA primase (PHKPNONF_00128)
L Chromosome partition protein Smc (PHKPNONF_00107)
PDC-S: 7 WP 062 2221 (PHKPNONF_00099) Type_V_V_U4 Cas12 (PHKPNONF_00115) 126
102 105 108 110 113 [116 122 | 129
87 89 90 91 T94 95 101 103 104 [ 106 T09] 111 112 f14| [117 118 119 120 121J123 | | 127
CIAEEKCK
LB -_—

IMGPR_plasmid_3300039377_000108: 82,633-160,728 (+)
1S481 family transposase ISVch1 (PMBDDAPI_00095)
PDC-S01_WP_067088819.1 (PMBDDAPI_00099)

Transcriptional regulatory protein BtsR (P:MBDDAPEOOS’:L) Chromosome partition protein Smc (PMBDDAPI_00107) 115
PDC-537_WP_062081222.1 (PMBDDAPI_00098) 116
92 97 101 104 106 109
88 89 90 |[9394 |96 100 102 103  [105] 108] 110 111 112 113 114| [118119
LI |

IMGPR_plasmid_3300000280_000128:82,316-142,981 (+)
RM_Type_ll_Type_ll_MTases_FAM_4 (CHEFCNOF_00122)
1S982 family transposase ISPrsp2 (CHEFCNOF_00131)
151182 family transposase ISBas1 (CHEFCNOF_00126)
DNA-binding protein HU (CHEFCNOF_00132)
Transcriptional regulatory protein BtsR (CHEFCNOF_00114) DNA-bindingprotein HU (CHEFCNOF_00137)
\V_U3 CAS-V-F; (CHEFCNOF_00121) ‘ 134

115 117 119 124 129 135 138
112 113 | [116 118]120| |123125| 127 128 T130 | 133 |"136| | 139

ACKEK

IMGPR plasmid_3300006349_000047: 101,936-148,674 (+)
Transcriptional regulatory proteln BtsR (FPAJDBMK_00080)
RM_Type_Il_Type_Il_MTases FAM_4 (FPAJDBMK_00088)
151182 family transposase ISBas1 (FPAJDBMK_00092)
V_U3 CAS-V-F; (FPAJDBMK_00087)
81 84 90 95
78 79 | [82 83]8586 8991 | 93 94 196 97 SigmalL (VF0855) (FPAJDBMK_00098)

O

IMGPR_plasmid_3300029333_000236: 74,341-117,285 (+)

15982 family transposase ISPrsp2 (IEFGEMDL_00028)
Sirohydrochlorin cobaltochelatase (IEFGEMDL_00007)
DNA-binding protein HU (IEFGEMDL_00027)  Metal-pseudopaline receptor CntO (IEFGEMDL_00005)

Transcriptional regulatory proteln BtsR (IEFGEMDL_00046) DNA- blndlng protein HU (IEFGEMDL_00022)
RM Type Il_Type_Il_| MTases FAM_4 (IEFGEMDL_00038) Typer7V,U4Ca512(IEFGEMDL?OOOZO)
151182 family transposase ISBas1 (IEFGEMDL_00034) Beta sliding clamp (IEFGEMDL_00010)
V_U3 CAS V-F; (IEFGEMDL_00039) 25 16 13
45 36 31 29 24 18 [14
48 47 |44 43[41 40 37]375 33 32 T30] || 26 [T2321 |19 [17 |15] 1211 | 9 8 6 4

ACKK

IMGPR_plasmid_3300029441_000231: 157-66,973 (-)

15982 family transposase ISPrsp2 (OOAOBDAO_00101)
Sirohydrochlorin cobaltochelatase (OOAOBDAO_00122)
DNA-binding protein HU (OOAOBDAO_00102)
DNA- blndlng protem HU (OOAOBDAO_00107)

Transcriptional regulatory proteln BtsR (OOAOBDAO_00083) Type_V_V_U4 Cas12 (OOAOBDAO_00109)
RM_Type_lI_Type_ll_ MTases FAM_4 (OOAOBDAO_00091) “Beta slldlngclamp(OOAOBDA .00119)
‘ 1S1182 famllytransposase ISBas1 (OOAOBDAO_00095) 113 Metal-| pseudopallne receptor CntO (OOAOBDAO_00124)
V_U3 CAS v Fi (OOA‘OBDAoﬁwo 104 116
84 98 100 | 105 108 111 114L 118 125 127
81 8 |85 86]88 89 92]94 97 T99] | 103|106l | 110122115117 120121 | 123 ] 126 ] 128

0 O

IMGPR_plasmid_3300029336_000257:75,985-142,801 (+)
[ 30000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




