
IMGPR_plasmid_3300029735_000025: 7,871-14,227 (+)

10 11 12 13 14 15 16 17

IMGPR_plasmid_3300029398_000047: 689-6,301 (-)

12

IMGPR_plasmid_3300007793_000028: 8,005-14,924 (+)

14 15 16 17

IMGPR_plasmid_3300029426_000041: 8,013-13,166 (+)

15 16

IMGPR_plasmid_3300029342_000074: 8,430-17,100 (+)

15 16 17

IMGPR_plasmid_3300014949_000029: 761-5,658 (-)

12

IMGPR_plasmid_3300029452_000008: 7,441-12,337 (+)

15 16

IMGPR_plasmid_3300029406_000022: 7,953-12,677 (+)

15

IMGPR_plasmid_3300029458_000037: 264-7,774 (-)

Homocysteine S-methyltransferase (EMABHAEL_00001)
Glutamine-binding periplasmic protein (EMABHAEL_00002)

Putative malate transporter YflS (EMABHAEL_00003)

IMGPR_plasmid_3300006252_000026: 210-11,316 (-)

12Sensor histidine kinase RcsC (DDDCAFNP_00003)

IMGPR_plasmid_3300029576_000021: 7,024-13,214 (+)

DegV domain-containing protein (LJAJEJOB_00013)
14 15

IMGPR_plasmid_3300038489_000004: 18-6,423 (-)

1
BrxHI_00004 BrxHI (MEAODIOB_00002)

3

IMGPR_plasmid_3300029353_000044: 4,776-11,061 (+)

HTH-type transcriptional activator HxlR (EDFOIOLO_00013)
gcu233__gcu233 (EDFOIOLO_00014)

15 16

IMGPR_plasmid_3300048836_000247: 92-8,908 (-)

12345

IMGPR_plasmid_3300029789_000061: 7,098-15,592 (+)

13 14

putative oxidoreductase/MSMEI_2347 (ANDPDBGO_00015)

16
Cyclic di-GMP phosphodiesterase (ANDPDBGO_00017)

S-adenosylmethionine decarboxylase proenzyme (ANDPDBGO_00018)

IMGPR_plasmid_3300029341_000062: 279-8,306 (-)

Cyclic di-GMP phosphodiesterase (HHFPFNNJ_00001)2
putative oxidoreductase/MSMEI_2347 (HHFPFNNJ_00003)

45

IMGPR_plasmid_3300029125_000017: 6,332-15,481 (+)

13 14
HTH-type transcriptional regulator CynR (BIIKHKAD_00015)

Long-chain-alcohol dehydrogenase 2 (BIIKHKAD_00016)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (BIIKHKAD_00017)

18

IMGPR_plasmid_3300007316_000017: 11,040-16,315 (+)

10 15

IMGPR_plasmid_3300029432_000056: 934-7,791 (-)

1234

4000 nt

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


