Nickel import system permease protein NikB (CDLBEKJE_00006)
putative tRNA-dihydrouridine synthase (CDLBEKJE_00013)
Metal-staphylopine-binding protein CntA (CDLBEKJE_00005)
tRNAU34 carboxymethyltrahsferase (CDLBEKJE_00004)
156 family transposase 1S257R2 (CDLBEKJE_00001)
EiOfamlly transposase ISSep2 (CDLBEKJE_00003)
MonoacngT\}arol Ilpase (CDLBEKJE _00002) Thiosulfate sulfurtransferase GIpE (CDLBEKJE_00016)
putative protein YdhK (CDLBEKJ E_00011)
opper exporter (VF0849) (CBLBEKJ E_0001
HitABC (VF0268) (CDLBEKJE 00009)
mads_8 (CDLBEKJE_00008) ‘
| 7 T

5

12 14T Hydroxyacylglutathione hydrolase (CDLBEKJE_00017)

I I
IMGPR _plasmid_2603880122_000007: 69-19,267 (+)
Nickel import system permease protein NikB (BMMIHFAP_00006)
tRNA U34 carboxymethyltransferase (BMMIHFAP_00004)
Metal- staphyloplne binding proteln CntA (BMMIHFAP_00005)
1S6 family transposase I5257R1 (BMMIHFAP_00001)
15110 family transposase ISSep2 (BMMIHFAP_00003)
Monoacylglycerol lipase (BMMIHFAP_00002)
putative protein YdhK (BMMIHFAP_00011)
Copper exporter (VF0849) (BMMIHFAP_00010)
HitABC (VF0268) (BMMIHFAP_00009)
mads_8 (BMMIHEKP_OOOOS)‘ ‘

| | 771 12

I I
IMGPR_plasmid_2590828794_000005: 16-19,290 (+)
Nickel import system permease protein NikB (EGMEPEIJ_00006)
Metal-staphylopine-binding protein CntA (EGMEPEIJ_00004)
tRNA U34 carboxymethyltransferase (EGMEPEIJ_00003)

15110 family transposase 1SSep2 (EGMEPEIJ_00002)
Monoacylglycerol lipase (EGMEPEIJ_00001)
putative protein YdhK (EGMEPEIJ_00011)
opper exporter (VF0849) (E@MEPEIJ_OOOlO)
HitABC'(VF0268) (EGMEPEIJ_00009)
‘ mads_8 (EGMEﬂ‘:rlJ,oooos) ‘

s | 7T 12

I I
IMGPR_plasmid_2603879992_000006: 283-18,694 (+)
Nickel import system permease protein NikB (CEIFDKGB_00004)
tRNA U34 carboxymethyltransferase (CEIFDKGB_00002)
Metal-staphylopine-binding protein CntA (CEIFDKGB_00003)
15110 family transposase 1SSep2 (CEIFDKGB_00001)
putative protein YdhK (CEIFDKGB_00009)
opper exporter (VF0849) (C?FDKGB,OOOOB)
HitABC/(VF0268) (CEIFDKGB 00007)
mads_8 (CEIFDKGB. 00006)‘ ‘

| [ 5T 10

' I
IMGPR _plasmid_2568526369_000005: 157-16,844 (+)
Nickel import system permease protein NikB (CHBPKGLG_00006)
Metal-staphylopine-binding protein CntA (CHBPKGLG_00005)
tRNA U34 carboxymethyltrahsferase (CHBPKGLG_00004)
1S6 family transposase iS431mec (CHBPKGLG_00001)
15110 family transposase ISSep2 (CHBPKGLG_00003)
MonoacylgT\'/Erol Ilpase (CHBPKGLG_00002)
‘ putative protein YthCHBPKG LG_00011)
Copper exporter (VF0849) (CHBPKGLG_00010)
HitABC (VF0268) (CHBPKGLG_00009)
mads_8 (CH@Fﬁc,oooos) ‘

| 7 12 13

I
IMGPR_plasmid_2571042816_000002: 25-19,220 (+)
Nickel import system permease protein NikB (AAIJKLHI_00006)
Metal-staphylopine-binding protein CntA (AAIJKLHI_00005)
tRNA U34 carboxymethyltraﬁsferase (AAIJKLHI_00004)
1S6 family transposase I5257R1 (AAIJKLHI_00001)
15110 family transposase ISSep2 (AAIJKLHI_00003)
MonoacylgTygrol Ilpase (AAIJKLHI_00002)
putative protein YdhK (AAIJKLHI_00011)
opper exporter (VF0849) (EKIJ KLHI_00010)
itABC (VF0268) (AAIJKLHI_00009)
‘mads‘_s (AAJKLHI_00008) ‘

| 777 | 12 13

I I
IMGPR_plasmid_2593338872_000005: 177-19,447 (+)
macrolide_MphC-NCBIFAM Mph(C) family macrolide 2'-phosphotransferase (NFO00240.1) (PCMGLFNI_00005)
MsrSA-NCBIFAM ABC-F type ribosomal protection protein Msr(A) (NFO00256.1) (PCMGLFNI_00006)

Putative transpbson n552 DNA-invertase bin3 (PCMGLFNI_00004)

Nickel import system permease protein NikB (PCMGLFNI_00012)
etal-staphylopine-binding protein CntA (PCMGLFNI_00011)
retron_type_VI_hth_cluster2_1 (PCMGLFNI_00002] |

1110 family transposase 1SSep2 (PCMGLFNI_00009)
Monoacylglycerol lipase (PCMGLFNI_00008) putative protein YdhK (PCMGLFNI_00017)
156 family transposase IS431R (PCMGLFNI_00007) Copper exporter (VF0849) (PCMGLFNI_00016)
HitABC (VF0268) (PCMGLFNI 00015)
mads_8 (PCMGLW\H_OOOM)‘ ‘

0 | | 187 |

1|3 18

[ ] I I
IMGPR_plasmid_2571042505_000003: 875-25,925 (+)
blaZ-NCBIFAM penicillin-| hydrolyzmg class A beta-lactamase BlaZ (NF033139.1) (ECGNJMEB_00009)
sensor_BlaR1-NCBIFAM beta- lactam sensor/signal transducer BlaR1 (NFO33108.1) (ECGNJMEB_00010)
Blal_of MRSA-NCBIFAM penlm”lnase repressor Blal (NFO00186.1) (ECGNJMEB_00011)
Cadmium resistance transcriptionél regu‘lator?protein CadC (ECGNJMEB_00006)
‘ Nickel import system permease protein NikB (ECGNJMEB_00019)
tRNA U34 carboxymethyltransferase (E (TNJMEB 00017)
‘Metal staphylopine-| blndlng protein CntA(ECGNJMEB 00018)
1S6 family transposase I5257R1 (ECGNJMEB 00014)
15110’ family transposase ISSep2 (ECGNJMEB_00016)
Monoacylglycerol lipase (ECGNJMEB_00015) ‘ putative protein YdhK (ECGNJMEB_00024)
\ \ \ Copper exporter (VF0849) (ECGNJMEB_00023)
putative acrylyl-CoA reductase AcuI (ECGNJMEB 00007) HitABC (VF0268) (ECGNJMEB_OOOZQ)
DNA-invertase hin (ECGNJMEB_00012) mads_8 (ECGNJVEB,ooozl)‘ ‘

8 | | T [ | | | 207 | 25

1234 5

— — — —
IMGPR_plasmid_2590828763_000002: 55-30,524 (+)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (EBFJCFML_00002)
Dihﬁrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex (EBFJCFML_00005)
Branched-chain amino acid transport system 2 carrier protein (EBFJCFML_00010)
Nickel import system permease protein NikB (EBFJCFML_00014)
tRNA U34 carboxymethyltransferase (EBFJCFML_00012)
Metal- staphyloplne blndlng protein CntA (EBFJCFML_00013)
15110 family transposase ISSep2 EBFJCFML_00011)

Putative ring-cleaving dioxygenase MhqA (EBFJCFML_00006) putative protein YdhK (EBFJCFML_00019)
2-oxoglutarate dehydrogenase E1 component (EBFJCFML_00004) opper exporter (VF0849) (EBFJCFML_00018)
anti-RM (APIS198) (EBFJCFML_00008) HitABC (VF0268) (EBFJCFML_00017)
LisR/LisK (VF0792) (EBFJCFML_00003) mads_8 (EBFJCFML_00016)
1| | | | 7 9 | 15T 20 21

I | I I
IMGPR_plasmid_2703719406_000005: 189-30,851 (+)
Nickel import system permease protein NikB (IGAFKGJF_00048)
HTH-type transcriptional regulator ArcR (IGAFKGJF_00037)
tRNA U34 carboxymethyltransferase (IGAFKGJF_00046)
Metal-staphylopine-binding protein CntA (IGAFKGJF_00047)
1S6 family transposase 1S257R1 (IGAFKGJF_00043)
Ornithine carbamoyltransferase (IGAFKGJF_00036)
‘ 1S110 family transposase ISSep2 (IGAFKGJF_00045)
1S3 family transposase 1SSau4 (IGAFKGJF_00034) ‘
‘ Monoacylglycerol lipase (IGAFKGJF_00044)

Arginine repressor (IGAFKG)F_BEO40) putative protein YdhK (IGAFKGJF_00053)
Carbamate kinase 1 (IGAFKGJF_00035) (l opper exporter (VF0849) (IGAFKGJF_00052)
32 Arglnlnedelmlnase(IGA KGJF_00039) H|tABC‘(VF0268) (IGAFKGJF,OOOS:I.‘)
1 ArgP (VF0557) (IGAFKGJF_00038) mads_8 (IGAFKGJF_00050)
30][33 || | | 4142 | 49T | 54 55

— — I
IMGPR _plasmid_2698536575_000003: 28,830-58,718 (+)
Nickel import system permease protein NikB (EAPFHEKE_00065)
HTH-type transcriptional regulator ArcR (EAPFHEKE_00076)
tRNA U34 carboxymethyltransferase (EAPFHEKE_00067)
Metal-staphylopine-binding protein CntA (EAPFHEKE_00066)
Sé family transposase 1543 1mec (EAPFHEKE,OBO?O)
Ornithine carbamoyltransferase (EAPFHEKE_00077), ‘
‘ 1S110 family transposase 1SSep2 (EAPFHEKE_00068)
1S3 family transposase I1SSau4 (EAPFHEKE_00079) ‘
‘ Monoacylglycerol lipase (EAPFHEKE_00069) ‘ putative protein YdhK (EAPFHEKE_00060)
Arginine repressor (EAPFHEKE_00073) Copper exporter (VF0849) (EAPFHEKE_00061)
Arginine deiminase (EAPFHEKE_00074) HitABC (VF0268) (EAPFHEKE_00062)
ArgP (VF0557) (EAPFHEKE_00075) mads_B (EAPFHEKE_00063)
Carbamate kinase 1 (EAPFHEKE_00078) | 7271 | | 64 T | 59

—
IMGPR _plasmid_2698536625_000004: 64,127-93,954 (-)
Nickel import system permease protein NikB (FAGCJHDP_00066)
HTH-type transcriptional regulator ArcR (FAGCJHDP_00076)
Metal-staphylopine-binding protein CntA (FAGCJHDP_00067)
Sé6 family transposase 1S257R1 (FAGCJHDP_00071)
Ornithine carbamoyltransferase (FAGCJHDP,OOO7?)
‘ 1S110 family trdnsposase 1SSep2 (FAGCJHDP_00069)
1S3 family transposase ISSau4 (FAGCJHDP_00079)
‘ Monoacylglycerol lipase (FAGCJHDP_00070) putative protein YdhK (FAGCJHDP_00061)
Arginine repressor (FAGCJHDP_D0073) Copper exporter (VF0849) (FAGCJHDP_00062)
Arginine deiminase (FAGCJHDP_00074) HitABC (VF0268) (FAGCJHDP_00063)
ArgP (VF0557) (FAGCJHDP_00075) mads_8 (FAGCJHDP_00064)
68 | | 65T |

Carbamate kinase 1 (FAGCJHDP_00078) | 72 60
— — I
IMGPR _plasmid_2703718932_000003: 64,119-93,947 (-)
Nickel import system permease protein NikB (IFJDLFNM_00066)
HTH-type transcriptional regulator ArcR (IFJDLFNM_00076)
tRNA U34 carboxymethyltransferase (IFJDLFNM_00068)
Metal-staphylopine-binding protein CntA (IFJDLFNM_00067)
I1S6 family transposase IS257R1 (IFJ DLFNI\‘/I700671)
Ornithine carbamoyltransferase (IFJDLFNM_00077) 4 lJ:)
15110 family transposase ISSep2 (IFJDLFNM_00069)
1S3 family transposase 1SSau4 (IFJ DLFNM_OOO79)‘
‘ Monoacylglycero( lipase (IFJDLFNM_00070) putative protein YdhK (IFJDLFNM_00061)
Arglnlne repressor (Il (IFJ DLFNMTO73) opper exporter (VF0849) (IﬁDLFN M_00062)
Arglnlne deiminase (IFJDLFNM_00074) HitABC'(VF0268) (IFJDLFNM_00063)
ArgP (VF0557) (IFJDLFNM_00075) mads_8 (IFJDLFNM_00064)
Carbamate kinﬁel‘(lFJDLFNM_OOfNB) | 72 | | 65 T | 60
— I

'
IMGPR_plasmid_2681813289_000004: 64,097-93,412 (-)
Nickel import system permease protein NikB (LBPMDOLK_00047)
HTH-type transcriptional regulator ArcR (LBPMDOLK_00037)
tRNA U34 carboxymethyltransferase (LBPMDOLK_00045)
Metal-staphylopine-binding protein CntA (LBPMDOLK_00046)
Sé family transposase 15257-3 (LBPMDOL‘K700542)
Ornithine carbamoyltransferase (LBPMDOLK_OOOIBTS)
| 1S110 family transposase I1SSep2 (LBPMDOLK_00044)
1S3 family transposase 1SSau4 (LBPMDOLK_00034)
‘ Monoacylglycerol lipase (LBPMDOLK_00043) putative protein YdhK (LBPMDOLK_00052)
Arginine repressor (LBPMDOLK_00040) |  Copper exporter (VF0849) (LBPMDOLK_00051)
Arginine deiminase (LBPMDOLK_00039) HitABC (VF0268) (LBPMDOLK_00050)
ArgP (VF0557) (LBPMDOLK_00038) mads_8 (LBPMDOLK_00049)
Carbamate kinase 1 (LBPMDOLK_00035) | 41 | 48 T |

53

I — I
IMGPR_plasmid_2571042782_000006: 28,957-58,785 (+)
HTH-type transcriptional regulator ArcR (DMFBLLAE_00016)
tRNA U34 carboxymethyltransferase (DMFBLLAE_00025)
1S6 family transposase IS257R1 (DMFBLLT(E_OOOZZ)
1S6 family transposase IS431R (DMFBLLAE_00021)
Ornithine carbamoyltransfera§e (DMFBLLAE_00015) T ‘ ‘
15110 family transposase ISSep2 (DMFBLLAE_00024)
151182 family transposase 1SSep1 (OMFBLLAE_00008) Nickel import system permease protein NikB (DMFBLLAE_00027)
1S3 family transposase ISSau4 (DMFBLLAE_00013) Metal-staphylopine-binding protein CntA (DMFBLLAE_00026)
‘ Monoacylglyceroi I‘ipase (DMFBLLAE_00023)

Arginine repressor (DMFBL‘L‘AET&)Ol‘?) putative protein YdhK (DMFBLLAE_00032)
Methicillin resistance mecR1 proteih \ Copper exporter (VF0849) (DMFBLLAE_00031)
Argmlne deiminase (DMF LLAE_00018) HitABC (VFO268) (DMFBLLAE_OOOBb)
ArgP (VF0557) (DMFBLLAE 00017) mads_8 (DMFBLLAE_00029)
Carbamate kinase 1 (DMFBLLAE_00014) | | 287 33
I I

I
IMGPR _plasmid_2703719358_000003: 5,919-37,609 (+)
Nickel import system permease protein NikB (BODLFCGN_00038)
HTH-type transcriptional regulator ArcR (BODLFCGN_00028)
tRNA U34 carboxymethyltransferase (BODLFCGN_00036)
Metal-staphylopine- blndlng protein CntA (BODLFCGN_00037)
1S6 family transposase 1S257R1 (BODLFCGN_00033)
Ornithine carbamoyltransferase (BODLFCGN__( OOOﬁ) ‘ ‘
‘ 15110 family transposase 1SSep2 (BODLFCGN_00035)
1S3 family transposase ISSau4 (BODLFCGN_00025)
‘ Monoacylglycerol lipase (BODLFCGN_00034) putative protein YdhK (BODLFCGN_00043)
Arginine repressor (BODLFCGN_00031) \ Copper exporter (VF0849) | BaDLFCGN _.00042)
Arginine deiminase (BODLFCGN_00030) HitABC (VF0268) (BODLFCGN_00041)
ArgP (VF0557) (BODLFCGN_00029) mads_8 (BODLF(fN,OOO40)
Carbamate kinase 1 (BODLFCGN_00026) | 32 | | 39T |

44 45

I I I
IMGPR _plasmid_2703719407_000003: 20,530-50,354 (+)
Nickel import system permease protein NikB (LLOGKFMM_00066)
HTH-type transcriptional regulator ArcR (LLOGKFMM_00076)
tRNA U34 carboxymethyltransferase (LLOGKFMM_00068)
MetaI-staphylopine-bindmgprotein CntA (LLOGKFMM_00067)

1S6 family transposase IS257R1 (LLOGKFM‘M_06071)
Ornithine carbamoyltransferase (LLOGKFMM_OOO77) ‘

| 15110 family transposase 15Sep2 (LLOGKFMM_00069)
1S3 family transposase ISSau4 (LLOGKFMM,OOO79)‘ ‘

‘ Monoacylglycerol ipaéyeiLLOGKFMM_O 070) putative protein YdhK (LLOGKFMM_00061)
Arginine repressor (LLOGKFMM_00073) Copper exporter (VF0849) (LLOGKFMM_00062)

Arginine deiminase (LLOGKFMM_00074) HitABC (VF0268) (LLOGKFMM_00063)
ArgP (VF0557) (LLOGKFMM_00075) ‘ ‘ mads_8 (LLOGKFMM_00064) ‘

Carbamate kinase 1 (LLOGKFMM_00078) | 72 | 65 T | 60 59
— — I
IMGPR _plasmid_2703718920_000005: 64,101-93,925 (-)
Nickel import system permease protein NikB (EDEIJKFG_00067)
HTH-type transcriptional regulator ArcR (EDEIJKFG_00077)
tRNA U34 carboxymethyltransferase (EDEIJKFG_00069)
Metal-staphylopine-binding protein CntA (EDEIJKFG_00068)
1S6 family transposase IS257R1 (EDEIJ KFG_00672)
Ornithine carbamoyltransferase (EDEIJ KFG,OOO7§) L
1S110 family trénsposase 1SSep2 (EDEIJKFG_00070)
1S3 family transposase ISSau4 (EDEIJKFG_00080)
‘ Monoacylglycerol lipase (EDEIJKFG_00071) putative protein YdhK (EDEIJKFG_00062)
Arginine repressor (EDEIJKFG_00074) opper exporter (VF0849) (EDEIJKFG_00063)
Arginine deiminase (EDEIJKFG_00075) HitABC (VF0268) (EDEIJKFG_00064)
ArgP (VF0557) (EDEIJKFG_00076) mads_8 (EDEIJKFG_00065)
Carbamate kinase 1 (EDEIJKFG_00079) | 73 66 | | 61 60
I — I
IMGPR _plasmid_2703718921 _000004: 64,119-93,430 (-)
Nickel import system permease protein NikB (BHCPJIAC_00046)
HTH-type transcriptional regulator ArcR (BHCPJIAC_00036)
tRNA U34 carboxymethyltransferase (BHCPJIAC_00044)
Metal-staphylopine-binding protein CntA (BHCPJIAC_00045)
I1S6 family transposase IS257R1 (BHCPJIAC_00641)
Ornithine carbamoyltransferase (BHCPJ IAC,OO(K‘S) l L
L 1S110 family transposase 1SSep2 (BHCPJIAC_00043)
1S3 family transposase ISSau4 (BHCPJIAC_00033)
‘ Monoacylglycero( lipase (BH JIAC 00042 putative protein YdhK (BHCPJIAC_00051)
Arglnlne repressor (B (BHCPJIACTO?,? opper exporter (VF0849) (BﬁCPJ IAC_00050)
Arglnlne deiminase (BHCPJIAC 00038) HitABC (VF0268) (BHCPJIAC,OOO4¢)
ArgP (VF0557) (BHCPJIAC_00037) mads_8 (BHCPJIAC_00048)
Carbamate kmef(BH‘cleAc_00034) | 40 | | 47 T | 52 53
— I

I
IMGPR_plasmid_2703719412_000004: 29,623-58,929 (+)
Nickel import system permease protein NikB (DKPBFMGH_00047)
HTH-type transcriptional regulator ArcR (DKPBFMGH_00036)
tRNA U34 carboxymethyltransferase (DKPBFMGH_00045)
Metal-staphylopine-binding protein CntA (DKPBFMGH_00046)
Sé family transposase 1IS257R1 (DKPBFMGH706042)
156 family transposase IS4371R (DKPBFMGH_00041)
Ornithine carbamoyltransferase (DKPBFMGH_00035) ||
L 15110 family transposase ISSep2 (DKPBFMGH_00044)
1S3 family transposase ISSau4 (DKPBFMGH_00033)
‘ Monoacylglycerol‘li‘pase(DKPBFM H_00043)

putative protein YdhK (DKPBFMGH_00052)

Arginine repressor (DKPBFMGH_00039) ‘ Copper exporter (VF0849) (DKPBFMGH_00051)

Arginine deiminase (DKPBFMGH' 00038) HitABC (VF0268) (DKPBFMGH_00050)
ArgP(VF0557 ) (DKPBFMGH 00037 mads_8 (DKPBFMGH_00049)
Carbamate kinase 1 (DKPBFMGH_00034) | | 48 T | \

53 54

I

IMGPR_plasmid_2703719393_000004: 29,702-58,961 (+)
Nickel import system permease protein NikB (NHDJOEAK_00067)
HTH-type transcriptional regulator ArcR (NHDJOEAK_00078)
tRNA U34 carboxymethyltransferase (NHDJOEAK 00069)
Metal-staphylopine-binding protein CntA(NHDJOEAK 00068)

ISé family transposase 1S431mec (NHDJOEAK_00072)
1S3 family transposase 1SSaud (NHDJOEAK_00081) —E
Ornithine carEamoyItransferase (NHDJOEAK_00079,
1S110 family traﬁsposase 1SSep2 (NHDJOEAK_00070)

Monoacylglycerol Ilpase (NHDJOEAK_00071) ‘ putative protein YdhK (NHDJOEAK_00062)
Arglnlne repressor (NHDJOEAK 00075) Copper exporter (VF0849) (NHDJOEAK_00063)

Arginine deiminase (NHDJOEAK_00076) HitABC (VF0268) (NHDJOEAK 00064)
61 60

rgP (VF0557) (NHDJOEAK_00077) mads_8 (NHDJOEAK_00065)
Carbamate kinase 1 (NHDJOEAK 00080) | 7473 | | 66

I I I
IMGPR _plasmid_2695420760_000002: 64,108-93,970 (-)
Nickel import system permease protein NikB (IDNPJFGF_00048)
HTH-type transcriptional regulator ArcR (IDNPJFGF_00038)
tRNA U34 carboxymethyltransferase (IDNPJFGF_00046)
Metal-staphylopine-binding protein CntA (IDNPJFGF_00047)
Ornithine carbamoyltransferase (IDNPJFGF_00037)
15110 family transposase ISSep2 (IDNPJFGF_00045)
1S6 family transposase 1S431R (IDNPJFGF_00043)
153 family transposase ISSau4 (IDNPJFGF_00035) T |
‘ Monoacylglycerol lipase (IDNPJFGF_00044) putative protein YdhK (IDNPJFGF_00053)
Arglnlne repressor (IDNPJFGF_00041) opper exporter (VF0849) (IDNPJFGF_00052)
Arginine deiminase (IDNPJFGF_00040) HitABC (VF0268) (IDNPJFGF 00051)
ArgP (VF0557) (IDNPJFGF_00039) mads_8 (IDNPJFGF_00050) |  Thiosulfate sulfurtransferase GIpE (IDNPJFGF_00058)
Carbamate kinase 1 (|DNP‘JFGF,0003<‘5) | 42 | 49 T | 54 159 61

I I I
IMGPR _plasmid_ 2571042308 000001:29,660-59,763 (+)
Nickel import system permease protein NikB (BHPJBDKA_00046)
HTH-type transcriptional regulator ArcR (BHPJBDKA_00036)
tRNA U34 carboxymethyltransferase (BHPJBDKA_00044)
Metal-staphylopine-binding protein CntA (BHPJBDKA_00045)

Sé6 family transposase 1S257R1 (BHPJBDKA_OOO41)
Ornithine carbamoyltransferase (BHPJBDKA_OOO?;ST ‘ FL

| 15110 family transposase 1SSep2 (BHPJBDKA_00043)
1S3 family transposase [SSau4 (BHPJBDKA_00033) | |

‘ Monoacylglycerol lipase (BHPJBDKA_00042)

putative protein YdhK (BHPJBDKA_00051)

Arginine repressor (BHPJBDKA_00039) \ Copper exporter (VF0849) (BHPJBDKA_00050)

Arginine deiminase (BHPJBDKA_00038) HitABC (VF0268) (BHPJBDKA 00049)
ArgP (VF0557) (BHPJBDKA 00037) mads_8 (BHPJBDKA_00048)
Carbamate kinase 1 (BHPJBDKA 00034) | 40 | 477 T | 52

I I I
IMGPR_plasmid_2576861024_000002: 28,137-58,240 (+)
Nickel import system permease protein NikB (AMACMNOL_00013)
HTH-type transcriptional regulator ArcR (AMACMNOL_00003)
tRNA U34 carboxymethyltransferase (AMACMNOL_00011)
Metal-staphylopine-| bmdmg protein CntA (AMACMNOL_00012)
1S6 family transposase IS257R1 (AMACMNOL_06008)
Ornithine darbamoyltransferase (AIWKCMNOL_OOOO?) ‘
15110 family transposase 15Sep2 (AMACMNOL_00010)
Monoacylglycerol lipase (AMACMNOL_00009)
Arginine repressor (AMACMNOL'00008) putative protein YdhK (AMACMNOL_00018)
Carbamate kinase 1 (AMACMNOL_00001) Copper exporter (VF0849) (AMACMNOL_00017)

rginine deiminase (AMACMNOL_00005) HitABC (VF0268) (AMACMNOL_00016)
ArgP (VF0557) (AMACMNOL_00004) mads_8 (AMACMNOL_00015)
|1 | | 7 ] | | 147 | | 19 20

I — I
IMGPR _plasmid_2636415878 000005: 293-26,941 (+)
TImB-NCBIFAM bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (NELAHCAO_00001)

Nickel import system permease protein NikB (NELAHCAO_00021)
HTH-type transcriptional regulator ArcR (NELAHCAO_00011)
tRNA U34 carboxymethyltransferase (NELAHCAO_00019)
Ornithine carbamoyltransferase (NELAHCAO_00010)
1S110 family transposase 1SSep2 (NELAHCA0,000lS)

I.>3 family transposase 1SSau4 (NELAHCAO_00008) Metal- staphyloplnmdlng protein ChtA (NELAHCAO_00020)
MymA operon (VF0840) (NELAHCAO. 00002) Monoacylglycerol lipase (NELAHCAO_00017)

‘ Arglnlne repressor (NELAHCAO_00014) putative protein YdhK (NELAHCAO_00026)
Carbamate kinase 1 (NELAHCAO_00009) \ Copper exporter (VF0849) (NELAHCAO_00025)
Arginine deiminase (NELAHCAO_00013) HitABC (VF0268) (NELAHCAG_00024)
6 ArgP (VF0557) (NELAHCAO_00012) mads_8 (NELAHCAO_00023)
345[7 Il | | 1516 | | 227 | 27

- I — I
IMGPR _plasmid_2593338641_000003: 790-33,232 (+)
TImB-NCBIFAM bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (FPIPDGOB_00005)
Nickel import system permease protein NikB (FPIPDGOB_00025)
HTH-type transcriptional regulator ArcR (FPIPDGOB_00015)
tRNA U34 carboxymethyltransferase (FPIPDGOB_00023)
Ornithine carbamoyltransferase (FPIPDGOB_00014)
15110 family transposase 1SSep2 (FPIPDGOB_00022)
1S6 family transposase IS431R (FPIPDGOB_00020)
153 family transposase 1SSau4 (FPIPDGOB_00012)  Metal-staphylopine-binding protein CntA (FPIPDGOB_00024)
‘ ‘ Monoacylglycerol‘lipase (FPIPDGOB_OBOM)

1S3 family transposase 1SSau4 (FPIPDGOB_00004) Arginine repressor (FPI PDG‘OBF)OlS)‘ putative protein YdhK (FPIPDGOB_00030)
\ Carbamate kinase 1 (FPIPDGOB_00013) opper exporter (VF0849) (FRIPDGOB_00029)
MymA operon (VF0840) (FPIPDGOB_00006] Arginine deiminase (FPIPDGOB_00017) HitABC (VF0268) (FPIPDGOB’00028)
10 ArgP (VF0557) (FPIPDGOB_00016) mads_8 (FPIPDGOB_00027)
1 23 78911 || | | | | 26T | 31

L ' I
IMGPR _plasmid_2744054904_000004: 570-36,335 (+)
TImB-NCBIFAM bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (INFBGEHM_00047)
Nickel import system permease protein NikB (INFBGEHM_00067)
HTH-type transcriptional regulator ArcR (INFBGEHM_00057)
tRNA U34 carboxymethyltransferase (INFBGEHM_00065)
Ornithine carbamoyltransferase (INFBGEHM_00056)
1S110 family transposase ISSep2 (INFBGEHM_00064)
1S6 family transposase IS431R (INFBGEHM_00062) J

1S3 family transposase 1SSau4 (INFBGEHM_00054) Metal-s%hylopine-bindir‘\g protein CntA (INFBGEHM_00066)

1S3 family transposase ISSau4 (INFBGEHM_00046) \ Monoacylglycerol lipase (INFBGEHM_00063)
MymA operon (VF0840) (INFBGEHM_00048) Arginine repressor (INFBGEHM_00060) putative protein YdhK (INFBGEHM_00072)
Carbamate kinase 1 (INFBGEHM_00055) [ | Copper exporter (VF0849) (INFBGEHM_00071)
52 Arginine deiminase (INFBGEHM_00059) HitABC (VF0268) (INFBGEHM_00070)
shah_acc_0037 HNH (INFBGEHM_00040) 49 51 ArgP (VF0557) (INFBGEHM_00058) mads_8 (INFBGEHM_00069)
T41 42 434445 | | [507]53 ||| | | 61 68 | | 73
I I I

- -
IMGPR_plasmid_2593338819_000001: 38,123-78,434 (+)
TImB-NCBIFAM bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (JBKDKCMM_00026)

Nickel import system permease protein NikB (JBKDKCMM_00046)
HTH-type transcriptional regulator ArcR (JBKDKCMM_00036)
tRNA U34 carboxymethyltransferase (JBKDKCMM_00044)
Ornithine carbamoyltransferase (JBKDKCMM_00035)
1S110 family transposase ISSep2 (JBKDKCMM_00043)
1S3 family transposase 1SSau4 (JBKDKCMM_00033)  Metal-staphylopine-binding protein CntA (JBKDKCMM_00045)

1S3 family transposase ISSau4 (JBKDKCMM_00025) \ Monoacylglycerol lipase (JBKDKCMM_00042)
Myonpa%n (VF0840) (JBKDKCMM_00027) Arginine repressor(JBKDKCMIVIi'EOO39) putative protein YdhK (JBKDKCMM_00051)
Carbamate kinase 1(JBKDKCMM_ 00034) T Copper exporter (VF0849) (JBKDKCMM_00050)
31 Arginine deiminase (JBKDKCMM_00038) HitABC (VF0268) (JBKDKCMM_00049)
shah_acc_0037 HNH (JBKDKCMM_00019) 28 30 ArgP (VF0557) (JBKDKCMM_00037) mads_8 (JBKDKCMM_00048}§
T20 21222324 | | T297]32 | || | | 404 | 477 | | 52
I I I

- -
IMGPR_plasmid_2590828764_000002: 19,360-59,674 (+)
TImB-NCBIFAM bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (IENNMLBK_00026)

Nickel import system permease protein NikB (IENNMLBK_00046)
HTH-type transcriptional regulator ArcR (IENNMLBK_00036)
tRNA U34 carboxymethyltransferase (IENNMLBK_00044)
Ornithine carbamoyltransferase (IENNMLBK_00035)
15110 family transposase 1SSep2 (IENNMLBK_00043)
156 family transposase 1S431R (IENNMLBK_00041)
1S3 family transposase 1SSau4 (IENNMLBK_00033) Metal-staphylopine-binding protein CntA (IENNMLBK_00045)
1S3 family transposase 1SSau4 (IENNMLBK_00024) | Monoacylglycerol lipase (IENNMLBK_00042)
MymA operon (VF0840) (IENNMLBK_O! 027) Arginine repressor (IENNMLBK_00039} putative protein YdhK (IENNMLBK_00051)
‘ Carbamate kinase 1 (IENNMLBK 00034) | Copper exporter (VF0849) (IENNMLBK_00050)

31 Arglnlnedelmlnase(IEN MLBK_00038) HitABC‘(VF0268)(IENNMLBK,OOO4’9)
shah_acc_0037 HNH (IENNMLBK_00018) 28 30 ArgP (VF0557) (IENNMLBK_00037) ‘ ‘ mads_8 (IENNMLBK_00048) ‘

T19 20 212223 |25 | T29]]32 |1 | | 40 | 4T

52

- - — — I
IMGPR_plasmid_2571042062_000001: 18,895-59,205 (+)
TImB-NCBIFAM bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (NEMGJHLJ_00025)
Nickel import system permease protein NikB (NEMGJHLJ_00045)
HTH-type transcriptional regulator ArcR (NEMGJHLJ_00035)
tRNA U34 carboxymethyltransferase (NEMGJHLJ_00043)
Sé family transposase 1S257R1 (NEMGJl-m_OOO40)
Ornithine carba moyltransfera§e (NEMGJHLJ_00034) T ‘
1S110 family transposase ISSep2 (NEMGJHLJ_00042)
1S3 family transposase ISSau4 (NEMGJHLJ_00032)  Metal-staphylopine-binding protein CntA (NEMGJHLJ_00044)
1S3 family transposase 1SSau4 (NEMGJHLJ_00024) T \ Monoacylglycerol lipase (NEMGJHLJ_00041)
MymA operon (VF0840) (NEMGJHLJ_00026) Arginine repressor (NEMGJHLJ_00038) putative protein YdhK (NEMGJHLJ_00050)
Carbamate kinase 1 (NEMGJHLJ_00033) Copper exporter (VF0849) (NEMGJHLJ_00049)
Arginine deiminase (NEMGJHLJ_00037) HitABC (VF0268) (NEMGJHLJ 00048)
ArgP (VF0557) (NEMGJHLJ_00036) ‘ ‘ mads_8 (NEMGJHLJ_00047) ‘ ‘

1 Y A | | 467 |

30
shah_acc_0037 HNH (NEMGJHLJ_00018) 27 29

T19 20 212223 | | T28]]31 51

- -
IMGPR_plasmid_2593338958_000005: 18,719-59,024 (+)
TImB-NCBIFAM bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (DAMAAHDG_00025)

Nickel import system permease protein NikB (DAMAAHDG_00045)
HTH-type transcriptional regulator ArcR (DAMAAHDG_00035)
tRNA U34 carboxymethyltransferase (DAMAAHDG_00043)

Ornithine carbamoyltransferase (DAMAAHDG_00034)
‘ 1S110 family transposase 1SSep2 (DAMAAHDG_00042)
1S6 family transposase 1S431R (DAMAAHDG_00040)

1S3 family transposase ISSau4 (DAMAAHDG_00032)  Metal-staphylopine-binding protein CntA (DAMAAHDG_00044)
153 family transposase 1SSau4 (DAMAAHDG_00024) | Monoacylglycerol lipase (DAMAAHDG_00041)
MymA operon (VF0840) (DAMAAHDG_00026) | Arginine repressor (DAMAAHDG 00038) putative protein YdhK (DAMAAHDG_00050)
Carbamate kinase 1 (DAMAAHDG_00033) Copper exporter (VF0849) (DAMAAHDG_00049)
30 rginine deiminase (DAMAAHDG_00037) HitABC (VF0268) (DAMAAHDG_00048)
shah_acc_0037 HNH (DAMAAHDG_00018) | 27 29 ‘ (VF0557) (DAMAAHDG_00036) ‘ mads_8 (DAMAAHDG_00047) ‘

T19 20 212223 | | T287]31 | | | 3

46 | | | 51 52

- e ] I I I
IMGPR _plasmid_2568526668_000003: 18,799-59,106 (+)
TImB-NCBIFAM bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (BAMDJDBH_00013)
Nickel import system permease protein NikB (BAMDJDBH_00033)
HTH-type transcriptional regulator ArcR (BAMDJDBH_00023)
tRNA U34 carboxymethyltransferase (BAMDJDBH_00031)
Ornithine carbamoyltransferase (BAMDJDBH_00022)
1S110 family transposase 1SSep2 (BAMDJDBH_00030)
1S3 family transposase 1SSau4 (BAMDJDBH_00020) Metal- staphylopln?b’ﬁdlng protein ChtA (BAMDJDBH_00032)
1S3 family transposase 1SSau4 (BAMDJDBH_00012) —g ‘ Monoacylglycerol lipase (BAMDJDBH_00029)
MymA operon (\/F0840) (BAMDJDBH_00014) | Arginine repressor (BAMDJDBH_00026) putative protein YdhK (BAMDJDBH_00038)
Carbamate kinase 1 (BAMDJDBH_00021) 4 Copper exporter (VF0849) (BAMDJDBH_00037)
18 Arginine deiminase (BAMDJDBH_00025) HitABC (VF0268) (BAMDJDBH_00036)

shah_acc_0037 HNH (BAMDJDBH_00006) 15 17 ArgP (VF0557) (BAMDJDBH_00024) ‘ mads_8 (BAMDJDBH_00035) ‘

T7 & 91011 | | T16]l29 || | | 2728 | | 3T | |

39 40

- - I — I
IMGPR_plasmid_2571042583_000001: 7,172-47.484 (+)
TImB-NCBIFAM bleomycin family antibiotic N-acetyltransferase TImB (NFO00485.1) (PLPMFGPC_00025)

Nickel import system permease protein NikB (PLPMFGPC_00045)
HTH-type transcriptional regulator ArcR (PLPMFGPC_00035)
tRNA U34 carboxymethyltransferase (PLPMFGPC_00043)
Ornithine carbamoyltransferase (PLPMFGPC_00034)
15110 family transposase 1SSep2 (PLPMFGPC_00042)
1S3 family transposase ISSau4 (PLPMFGPC_00032)  Metal-staphylopine-binding protein CntA (PLPMFGPC_00044)
1S3 family transposase ISSau4 (PLPMFG PC_00024) ‘ Monoacylglycerol lipase (PLPMFGPC_00041)
MymA operon (VF0840) (PLPMFGPC_00026) Arginine repressor (PLPMFGPC_D0038) putative protein YdhK (PLPMFGPC_00050)

Carbamate kinase 1 (PLPMFGPC_00033) Copper exporter (VF0849) (PLPMFGPC_00049)

30 Arginine deiminase (PLPMFGPC_00037) HitABC (VF0268) (PLPMFGPC_00048)
shah_acc_0037 HNH (PLPMFGPC_00018) 27 29 ArgP (VF0557) (PLPMFGPC_00036) ‘ mads_8 (PLPMFGPC_00047) ‘

T19 20 212223 | | T28]]31 LY | | 3940 | 1 46T |

51

- | e ] I — I
IMGPR _plasmid 2571042533 000004: 19,053-59,362 (+)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (LEHLFLDD_00344)
Iyase,Mg’B-NCBIFAM organomercurial lyase MerB (NF033555.1) (LEHLFLDD_00339)
MerA-TIGRFAMs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (LEHLFLDD_00345)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (LEHLFLDD_00340)
1S6 family tranéposase 1S431R (LEHLFLDD_00335)
| Multicopper oxidase mco (LEHLFLDD_00333)
Copper exportér (VF0849) (LEHLFLDD_00334)
343 341 337 |putative protein YdhK (LEHLFLDD_00332)
| Tad2] 338336 | | T 331330

[ ] L I
IMGPR _plasmid_2671180486_000004: 363,608-383,138 (-)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (MBHMEOKD_00238)
Iyase_Mg'B-NCBIFAM organomercurial lyase MerB (NF033555.1) (MBHMEOKD_00234)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (MBHMEOKD_00239)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (MBHMEOKD_00235)
1S6 familytransbosase 1S431R (MBHMEOKD_00230)
‘ MuItti;)per oxidase mco (MBHMEOKD_00228)
Copper exportenL (VF0849) (MBHMEOKD_OOQZ?)
232 putative protein YdhK (MBHMEOKD_00227)
233331 \ | T 226225

237

| T236

l ___ ] I I
IMGPR _plasmid_2657245611_000004: 255,395-274,928 (-)
PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NFO10315.0) (NBOGCPBI_00002)
Iyase_M?rB-NCBIFAM organomercurial lyase MerB (NFO33555.1) (NBOGCPBI_00006)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (NBOGCPBI_00001)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (NBOGCPBI_00005)
1S6 family transposase 1S431R (NBOGCPBI_00010)
—‘Eutative protein YdhK (NBOGCPBI_00013)
Multicopper oxidase mco (lTBOGCPBI_OOOlZ)
Copper exporter (VF0849) (NBOGCPBI_00011)
34 | 789 | | 14 15

l ] I I
IMGPR _plasmid_2667527689_000004:839-20,372 (+)
putative protein YdhK (EONMBDJI_00333)
MultlcopperOX|dase mco (EONMBDJI_00334)
Copper exporter (VF0849) (EONMBDJI_00335)

| 332331

—
IMGPR_plasmid_2663763177_000003: 363,680-374,550 (-)
Bunzi__BnzB (OJGDAJBL_00018)
Bunzi__BnzA (OJGDAJBL_00017)

Stk2_Stk2 (OJGDAJBL_00015) ‘

10 11 12 13 14 16 | 19 20

—
IMGPR_plasmid_2571042575_.000003: 7,112-27,225 (+)
Bunzi__BnzB (MCHOCCBL_00018)
Bunzi_BnzA (MCHOCCBL_00017)
Stk2_Stk2 (MCHOCCBL 00015) ‘

13 14 16 | 19 20

I
IMGPR_plasmid_2568526232_000005: 7,112-27,225 (+)
AbiJ (EKPHCDDH_00017)
13 14 1516 | 18 19

HHOHEEEOPD B OEEDED

IMGPR_plasmid_645951803_000003: 7.018-24_,005 (+)
MECB_PBP-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase MecB (NFO00406.1) (ENJAKFDE_00004)
sensor_Mech-NCBlFAM beta-lactam sensor/signal transducer MecR1 (NF033109.1) (ENJAKFDE_00005)
Glycerophosphédiestﬁosphodiesterase, cytoplasmic (ENJAKFDE_00002)
1S3 family transposase 1SSau4 (ENJAKFDE_00016)
1S3 family transposase 1SSau4 (ENJAKFDE_00015)
1S3 family transposase |SSau4 (ENJAKFDE_00017)
151182 family transposase 1SSep1 (ENJAKFDE_00007) —‘T?’DC»SSB_WP_100254688,1 (ENJAKFDE_00021)
13 14

1 |3 | | 6 8910 11 12 18 1920 2223 24 25

I B N
IMGPR _plasmid_2568526361_000002: 324-31,091 (+)
MECB_PBP-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase MecB (NFO00406.1) (AEODNPAM_00003)
sensor_MecR1-NCBIFAM beta-lactam sensor/signal transducer MecR1 (NF033109.1) (AEODNPAM_00004)
Gcherophésphoae?cer phosphodiesterase, cytoplasmic (AEODNPAM_00001)
1S3 family transposase 1SSau4 (AEODNPAM_00015)
1S3 family transposase 1SSaud (AEODNPAM_00014)
1S3 family transposase I55au4 (AEODNPAM_00016)
151182 family transposase I1SSep1 (AEODNPAM_00006) FDC-SSB_WP_100254688.1 (AEODNPAM_00020)
| 2 | | 5 789 10 11 12 13|| | 17 1819 2122 23 24

I E— I
IMGPR _plasmid_ 2582581093 000004:274-30,077 (+)
MECB_PBP-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase MecB (NFO00406.1) (LDOKNJGF_00003)
sensor_MecR1-NCBIFAM beta-lactam sensor/signal transducer MecR1 (NF033109.1) (LDOKNJGF_00004)
Glycerophésphoae?cer phosphodiesterase, cytoplasmic (LDOKNJGF_00001)
1S3 family transposase ISSau4 (LDOKNJGF_00015)
1S3 family transposase 1SSau4 (LDOKNJGF_00014)
1S3 family transposase [SSau4 (LDOKNJGF_00016)
151182 family transposase 1SSep1 (LDOKNJGF_00006) TDC-SSS?WP7100254688.1 (LDOKNJGF_00020)
12 13

| 2 | | 5 789 10 11 17 1819 212223 24 25

I I
IMGPR _plasmid_2603879656_000003: 530-30,334 (+)
MECB_PBP-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase MecB (NFO00406.1) (KEODJOIK_00003)
sensor_MecR1-NCBIFAM beta-lactam sensor/signal transducer MecR1 (NF033109.1) (KEODJOIK_00004)
Glycerophbsphoﬁer phosphodiesterase, cytoplasmic (KEODJOIK_00001)
1S3 family transposase ISSau4 (KEODJOIK_00016)
1S3 family transposase 1SSau4 (KEODJOIK_00015)
1S3 family transposase |SSau4 (KEODJOIK_00017)
151182 family transposase ISSep1 (KEODJOIK_00006)
9 PDC-S53_WP_100254688.1 (KEODJOIK_00021)
5 7810 11 12 13 14 18 1920 222324 25 26

2|

I I

IMGPR _plasmid_2593338639_000002: 391-30,195 (+)
MECB_PBP-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase MecB (NFO00406.1) (EIDFDHOE_00005)
sensor_MecR1-NCBIFAM beta-lactam sensor/signal transducer MecR1 (NF033109.1) (EIDFDHOE_00006)
Glycerophosphodie§ter pﬁhodiesterase, cytoplasmic (EIDFDHOE_00003)

1S3 family transposase ISSau4 (EIDFDHOE_00018)
1S3 family transposase 1SSaud (EIDFDHOE_00017)
ISéfamlIytransposase 1S257R1 (EIDFDHOE_00001) 1S3 family transposase |SSau4(EIDFDHOE 00019)

151182 family transposase 1SSep1 (EIDFDHOE_00008)
11 PDC-S53_WP_100254688.1 (EIDFDHOE_00023)

2 4 7 91012 13 14 15 16 20 2122 2425 26 27

I E— I
IMGPR_plasmid_25710423%94_000005: 1-31,740 (+)
MECB_PBP-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase MecB (NFO00406.1) (BKAOKKMG_00008)
APH 3p 1lla-NCBIFAM amlnoglyc05|de0 phosphotransferase APH(3')-111a (NFO33064.0) (BKAOKKMG_00002)
sensor MecR1-NCBIFAM beta-lactam sensor/signal transducer MecR1 (NF033109.1) (BKAOKKMG_00009)
sat4-NCBIFAM streptothricin N- acety%sferase Sat4 (NFO00360.1) (BKAOKKMG_00001)
aycerophosphodlester phosphodlesterase, cytoplasmic (BKAOKKMG_00006)
1S3 family transposase 1SSau4 (BKAOKKMG_00020)
1S3 family transposase 1SSau4 (BKAOKKMG_00019)
153 family transposase'155au4 (BKAOKKMG_00021)
1S1182 family transposase 1SSep1 (BKAOKKMG_00011)
156 family transposase 15431R (BKAOKKMG_00004) 13 DC-S53_WP_100254688.1 (BKAOKKMG_00025)
| | 3]s | 7 | [10 | 12714 15 16 17 18 ||| 22 2324 2627 28 29

- — — — —
IMGPR_plasmid_2593338947_000002: 809-35,181 (+)

MECB_PBP-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase MecB (NFO00406.1) (CJNKFEBH_00003)
sensor_MecR1-NCBIFAM beta-lactam sensor/signal transducer MecR1 (NF033109.1) (CJNKFEBH_00004)
Glyceropho‘sphoﬁer phosphodiesterase, cytoplasmic (CJNKFEBH_00001)
1S3 family transposase ISSau4 (CJNKFEBH_00016)
1S3 family transposase 1SSaud (CJNKFEBH_00015)
1S3 family transposasg |SSau4 (CJNKFEBH_00017)

151182 famlly transposase 1SSep1 (CJNKFEBH_00006) RecBCD enzyme subunit RecD (CJNKFEBH_00022)
151182 family transposase ISSep1 (CJNKFEBH_00007) C-553 WP_100254688.1 (CJNKFEBH_00021)
| 2 | | 5] 8910 11 12 13 14 || | 18 1920 | 232425 26 27

I E—
IMGPR_plasmid_2593338562_000003: 479-30,283 (+)
1S3 family transposase ISSau4 (EEFLNFBF_00015)
1S3 family transposase 1SSau4 (EEFLNFBF_00014)
‘ PDC-553 WP_100254688.1 (EEFLNFBF_00020)

1S3 family transposase ISSau4 (EEFLNFBF_00016)| 22
13| T 17 1819 212324 25 26

IMGPR _plasmid_2593338600_000002: 7,224-30,218 (+)
1S3 family transposase ISSau4 (GFOMCAOI_00015)
1S3 family transposase 1SSau4 (GFOMCAOI_00014)
‘ PDC-553_ WP_100254688.1 (GFOMCAOI_00020)
1S3 family transposase ISSau4 (GFOMCAOI_00016) 22
13| T 17 1819 | 212324 25 26

IMGPR _plasmid_2574180300_000002: 7,316-30,311 (+)
1S3 family transposase ISSau4 (PHPOKJFH_00015)
1S3 family transposase 1SSau4 (PHPOKJFH_00014)
153 family transposase [SSau4 (PHPOKJFH_00016)
‘ TDC-SSS?WP7100254688.1 (PHPOKJFH_00020)

17 1819 212223 24 25

IMGPR plasmid_ 2574180326 000005: 7,179-30,174 (+)
68 69 72

IMGPR_plasmid_2706794647_000004: 82,530-94,909 (+)
15
12 14
1171316 17 18 19 20 21 22 23 24

IMGPR _plasmid_2593338787_000002: 9,193-27,843 (+)
shah_acc_0037 HNH (JLMOEFDK_00020)
15 16 17 19721 22 23

O @G

-
IMGPR_plasmid_2698536303_000002: 8,562-27,778 (+)
shah_acc_0037 HNH (JKMIONAE_00020)
23
19 | 21 227 24

-
IMGPR _plasmid_2703718914 000006:8,519-27,679 (+)
shah_acc_0037 HNH (EHHEFPMO_00020)
19] 21 22

KOO O

IMGPR_plasmid_2568526413_000001: 8,494-27,989 (+T
MECB_PBP-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase MecB (NFO00406.1) (LDKIEFBL_00004)
sensor_MecR1-NCBIFAM beta-lactam sensor/signal transducer MecR1 (NFO33109.1) (LDKIEFBL_00005)
Glycerophosphédiestﬁosphodiesterase, cytoplasmic (LDKIEFBL_00002)

1s1182 famﬂytransbosase 1SSep1 (LDKIEFBL_00007) 14 shah_acc_0037 HNH (LDKIEFBL_00019)
1 |3 | | 6 8910 11 12 13 [1516 17 T20 21

E—— —
IMGPR_plasmid_2590828752_000004: 304-26,534 (+)

shah_acc_0037 HNH (MPKJFGFI_00003)
Ta 5 6

LB DEEEED

-
IMGPR_plasmid_2574180280_000003: 2,243-11,577 (+)
shah_a_‘gc_0037 HNH (CIAMGKBB_00003)
4 5 6

dHD—B-BHEEDED

-
IMGPR_plasmid_2593338976_000004: 2,274-11,608 (+)
1

a0 &

-
IMGPR_plasmid_2571042615_000005: 218-10,305 (+)
1

IMGPR_plasmid_2593338800_000003: 46-5,077 (+)

shah,a_Fc,OO37 HNH (HEEMBAHA_00003)
4 5

HD{OEETNED

\MGPR{p\asm'\d,2593338729,000002: 2,243-11,580 (+)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (DJKGLDLH_00021)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A)(NFO12222.1) (DJKGLDLH_00001)
mT_‘?-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1)‘ (DJKGLDLH_00002)

Potassium-transporfing ATPase potassium-binding subunit (DJKGLDLH_00023)
Potassium-‘transporting ATPase ATP-binding subunit (DJKGLDLH_00024)
Po‘tassium-transportiﬁg ATPase KdpC subunit (DJKGLDLH_00026)
1S3 family transposase 1SSau4 (DJKGLDLH_00019)
1S3 family transposase 1SSau4 (DJKGLDLH_00018)

1S3 family transposase 1SSati4 (DJKGLDLH_00017)

Tyrosme recombinase XerC (DJKGLDLH_00005) Potéssium-transporting ATPase KdpC subunit (DJKGLDLH_00025)
Tyrosine recombinase XerC (DJKGLDLH_00004) ‘ Stk2_ Stk2 (DJKGLDLH_00032)
9 ensor protein KdpD (DJKGLDLH_00022) 30
3 67810 11 12 13 14 15 16 | 20 | | | 27 28 29[ 31 33
[ B - I

IMGPR _plasmid_2568526239 _000004: 112-37,016 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (BMHGOOHH_00030)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NFO012222.1) (BTI\WHGOOHH_OOON)
ANT_9-NCBIFAM—ﬁ\IT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (BMHGOOHH_dOOll)
Potassium-transportihg ATPase potassium-binding subunit (BMHGOOHH_00032)
Potassium»t‘ransporting ATPase ATP-binding subunit (BMHGOOHH_00033)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (BMHGOOHH_00009) Potéssium-transportiné ATmdeC subunit (BMHGOOHH_00035)
| ] IS3 family transposase ISSau4 (BMHGOOHH_00028) |
Tyrosine recombinase XerC (BMHGOOHH_00014) Potassium-transporting ATPase KdpC subunit (BMHGOOHH_00034)
Tyrosine recombinase XerC (BMHGOOHH_00013) 1S3 family transposase 1SSau4 (BMHGOOHH_00027)
18 1S3 family transposase 1SSau4 (BMHGOOHH_00026)
15 17 Sensor protein KdpD (BMHGOOHH_00031. Stk2_Stk2 (BMHGOOHH_00040)
12 T16]]19 20 2122 23 24 25 | 29 \ \ | || 36 37 38 39 41
-_— I

\MGPR,p\asmid,2$0§3239,000003: 6,799-47,342 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (FGNIPJAG_00039)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NFO12222.1) (@IPJAG_OOOl‘?)
ANT_9-NCBIFAM—M\IT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (FGNI PJAG_OOOQO)
Potassium-transpofting ATPase potassium-binding subunit (FGNIPJAG_00041)
Potassium- transportlng ATPase deC subunit (FGNIPJAG_00044)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FGNIPJAG_00018) Potassium- transportlng ATPase deC subunit (FGNIPJAG_00043)
| ] 1S3 family transposase 1SSau4 (FGNIPJAG_00037)
Tyrosine recombinase XerC (FGNIPJAG_00023) IS3 family transposase 1SSau4 (FGNI PJAG_00036)

Tyrosine recombinase XerC (FGNI PJAG_00022) ‘ Copper exporter (VF0849) (FGNIPJAG_00042)
27 1S3 family transposase 1SSau4 (FGNIPJAG_00035) Stk2__Stk2 (FGNIPJAG_00050)
24 26 Sensor protein KdpD (FGNIPJAG_00040) 48
21 T25]]28 29 3031 32 33 34 38 45 46 47] 49 51
L] I —

\MGPR,D\asmid_2;10?42664_000003: 14,296-55,881 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (LFDFGPDB_00021)

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A)(NFO12222.1) (LFDFGPDB_00001)

mTﬁ-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1)‘ (LFDFGPDB_00002)
Potassium-transporfing ATPase potassium-binding subunit (LFDFGPDB_00023)

Potassium- transportlngATPase KdpC subunit (LFDFGPDB_00026)
Potassium- transportlng ATPase KJpC subunit (LFDFGPDB_00025)
1S3 family transposase ISSau4 (LFDFGPDB_00019)
1S3 family transposase 1SSau4 (LFDFGPDB_00018)
1S3 family transposase 1SSati4 (LFDFGPDB_00017)

Tyrosme recombinase XerC (LFDFGPDB_00005) Copper exporter (VF0849) (LFDFGPDB_00024)
Tyrosine recombinase XerC (LFDFGPDB_00004) Stk2_ Stk2 (LFDFGPDB_00032)
9 ensor protein KdpD (LFDFGPDB_00022 30
3 678[10 11 12 13 14 15 16 | 20 \ \ \ 27 28 2931 33
_——— -_— I —

IMGPR _plasmid_2588254212_000002: 112-38,059 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (BPECFNDK_00021)
erm_A 23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(mF012222.1) (BPECFNDK_00001)
KNT_'?-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NFO122 121)‘ (BPECFNDK_00002)
Potassium-transporfingATPase potassium-binding subunit (BPECFNDK_00023)
Potassium- transportlngATPase KdpC subunit (BPECFNDK_00026)
Potassium- transportlng ATPase KJpC subunit (BPECFNDK_00025)
1S3 family transposase ISSau4 (BPECFNDK_00019)
1S3 family transposase ISSau4 (BPECFNDK_00018)
1S3 family transposase 1SSau4 (BPECFNDK_00017)

Tyrosine recombinase XerC (BPECFNDK_00005) Copper exporter (VF0849) (BPECFNDK_00024)
Tyrosine recombinase XerC (BPECFNDK_00004) Stk2_ Stk2 (BPECFNDK_00032)
9 ensor protein KdpD (BPECFNDK_00022, 30
3 678/10 11 12 13 14 15 16 | 20 | \ 27 28 29] 31 33 34
[ L -_— I —

IMGPR _plasmid_2590828109_000002: 112-38,058 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulatortranscription factor (NFO33117.2) (ELDMEGFM_00021)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222 1) (ELDMEGFM_00001)
—NT 9-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NFO12212. 1) (ELDMEGFM_00002)
Potassium- transportlngATPase potassium-binding subunit (ELDMEGFM_00023)
Potassium-transporting ATPase KdpC subunit (ELDMEGFM_00026)
Potassium-transpoi’ting ATPase KdTpC subunit (ELDMEGFM_00025)
1S3 family transposase 1SSau4 (ELDMEGFM_00019)
1S3 family transposase ISSau4 (ELDMEGFM_00018)
1S3 family transposase ISSau4 (ELDMEGFM_00017)

Tyrosme recombinase XerC (ELDMEGFM_00005) Copper exporter (VF0849) (ELDMEGFM_00024)
Tyrosine recombinase XerC (ELDMEGFM_00004) Stk2_ Stk2 (ELDMEGFM_00032)
9 ensor protein KdpD (ELDMEGFM_00022) 30 putative tRNA-dihydrouridine synthase (ELDMEGFM_00040)
3 67810 11 12 13 14 15 16 | 20 | | | 27 28 29] 31 33 34 39
. -_— I —

MGPR _plasmid_2588254248 000002: 112-40,924 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (EOCFBNJH_00020)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222 1) (EOCFBNJH_00001)
—NT 9-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NFO12212. 1) (EOCFBNJH_00002)
Potassium- transportlng ATPase potassium-binding subunit (EOCFBNJH_00022)
1S3 family transposase ISSau4 (EOCFBNJH_00018)
153 family transposase 1SSau4 (EOCFBNJH_00017)
1S3 family transposase 1SSau4 (EOCFBNJH_00016)

Tyrosine recombinase XerC (EOCFBNJH_00005) Potassium-transporting ATPase KdpC subunit (EOCFBNJH_00024)
Tyrosine recombinase XerC (EOCFBNJH_00004) Copper exporter (VF0849) (EOCFBNJH_00023)
9 ensor protein KdpD (EOCFBNJH_00021 Stk2_ Stk2 (EOCFBNJH_00029)
3 678[10 11 12 13 14 15 | 19 \ \ \ 25 26 27 28 30

[ L -_— I —
IMGPR _plasmid_2568526111_000004: 33-40,846 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CNPPLCOF_00032)

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NFO12222.1) (CNPPLCOF_00013)
ANT_9-NCBIFAM—5\IT(9) family aminoglycoside nucleotidyltransferase (NFO12212.1) (CN PPLCOF_OO(514)

‘ Potassium-transporfing ATPase potassium-binding subunit (CNPPLCOF_00034)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (CNPPLCOF_00012) Potassium-transporting ATPase KdpC subunit (CNPPLCOF_00036)

| | 1S3 family transposase ISSau4 (CNPPLCOF_00029)

Tyrosine recombinase XerC (CNPPLCOF_00017) 1S3 family transposase 18Sau4 (CNPPLCOF_00030)

Tyrosine recombinase XerC (CNPPLCOF_00016) | 'L Copper exporter (VF0849) (CNPPLCOF_00035)
21 1S3 family transposase 1SSau4 (CNPPLCOF_00028) Stk2_Stk2 (CNPPLCOF_00042)
18 20 Sensor protein KdpD (CNPPLCOF_00033 40
15 T19f]22 23 24 25 26 27 | 31 | | \ 37 38 39[ 41 43
_— I I

\MGPRip\asmidj?ém%QOOOOO?: 8,950-53,402 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (FHOBONHP_00175)
ermIZSS MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (FHOBONHP_00194)
L ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotldyltransferase N?12212 1) (FHOBONHP_00193)
Potassium-transporting ATPase potassium-binding subunit (FHOBONHP_00173) 2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FHOBONHP_00195)
1S3 famllytransposase ISSau4 (FHOBONHP_00177)
1S3 family transposase 1SSau4 (FHOBONHP_00178)
Potassium-transporting ATPase KdpC subunit (FHOBONHP_00171) Tyrosine recombinase XerC (FHOBONHP_00190)
Copper exporterWF0849) (FHOBONHP_00172) Tyrosine recombinase XerC (FHOBONHP_00191)

Stk2__Stk2 (FHOBONHP_00165) ‘ ISGfamllytransposasel Sau4 (FHOBONHP_00179) 186
167 ensor protein KdpD (FHOBONHP._ 00174 187189
164 166168 169 170 | | | 176 180181 182 183 184 185|[188 192
-_— I

IMGPR_plasmid_2590828234_000001: 197,331-238,880 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (DFJMEKIA_00049)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (EFJMEKIA_OOO30)
ANT_9-NCBIFAM7§NT(9) family aminoglycoside nucleotidyltransferase (NFO12212.1) (DFJMEKIA_OOdSl)
‘ Potassium—transpor‘ting ATPase potassium-binding subunit (DFJMEKIA_00051)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (DFJMEKIA_00029) é Potassium-transporting ATPase KdpC subunit (DFJMEKIA_00053)
‘ 1S3 family transposase ISSau4 (DFJMEKIA_00047)
Tyrosine recombinase XerC (DFJMEKIA_00034)1S3 family transposase 1SSau4 (DFJM EKIA_00046)

Tyrosine recombinase XerC (DFJMEKIA_00033) \ \ Copper exporter (VF0849) (DFJMEKIA_00052)
37 1S3 family transposase ISSau4 (DFJMEKIA_00045) Stk2__Stk2 (DFJMEKIA_00059)
34 36 ensor protein KdpD (DFJMEKIA_00050) 56
31 T35[|38 39 40 41 42 43 47 | | \ 53 54 55]57 59

I — -_— I I
IMGPR _plasmid_2558860515_000004:27,126-68,675 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (MOILNMAN_00044)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NFO12222.1) (MBILNMAN_OOO%)
ANT_9-NCBIFAM—5\IT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (MOI LNMAN_OdOZé)
‘ Potassium-transport‘ing ATPase potassium-binding subunit (MOILNMAN_00046)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (MOILNMAN_00024) Potassium-transporting ATPase KdpC subunit (MOILNMAN_00048)
‘ ‘ 1S3 family transposase 1SSau4 (MOILNMAN_00041)
Tyrosine recombinase XerC (MOILNMAN_00029)IS3 family transposase 1SSau4 (MOl LNMAN_OOO42)
Tyrosine recombinase XerC (MOILNMAN_00028) 1S3 family transposase 1SSau4 (MOILNMAN_00040)

33 Copper exporter (VF0849) (MOILNMAN_00047)
30 32 ensor protein KdpD (MOILNMAN_00045) Stk2_Stk2 (MOILNMAN_00053)
27 T31]|34 35 36 37 38 39 | 43 \ | 49 50 51 52 54
—-_— I I

\MGPR_p\asmid};émléo_OOOOOZ: 19,879-61,466 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (IJJOPHGN_00032)

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NFO12222.1) (IJJOPHGN_00013)
ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (1JJOPHGN_00014)

‘ Potassium—transpor‘ting ATPase potassium-binding subunit (IJJOPHGN_00034)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (IJJOPHGN_00012) Potassium-transporting ATPase KdpC subunit (IJJOPHGN_00036)

| | IS3 family transposase ISSau4 (1JJOPHGN_00030)

Tyrosme recombinase XerC (IJJOPHGN_00017) 1S3 family transposase 1SSau4 (IJJOPHGN _00029)

Tyrosine recombinase XerC (IJJOPHGN_00016) ‘ Copper exporter (VF0849) (IJJOPHGN_00035)
21 1S3 family transposase ISSau4 (1JJOPHGN_00028) | Stk2_ Stk2 (IJJOPHGN_00042)
18 20 [Sensor protein KdpD (1JJOPHGN_00033) 40
15 Ta9ll22 23 24 25 26 27 31 | | 37 38 39] 41 43 44
-_— I I

IMGPR_plasmid_2550828717_000007: 8,950-50,539 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (ONBLLBMM_00032)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) ((NBLLBMM_OOOB)
ANT,9-NCBIFAM—E\IT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (ONBLLBMM700014)
2-methoxy—6-po|yp‘rerwﬁ1,4-benzoquinol methylase, mitochondrial (ONBLLBMM_00012)
Potassium-transporting ATPase potassium-binding subunit (ONBLLBMM_00034)
1S3 family transposase ISSau4 (ONBLLBMM_OOOSO)
153 family transposase 1SSati4 (ONBLLBMM_00029)
Tyrosine recombinase XerC (ONBLLBMM_00017) ‘ Potassium-transporting ATPase KdpC subunit (ONBLLBMM_00036)
Tyrosine recombinase XerC (ONBLLBMM_00016) 1S3 family transposase 1SSau4 (ONBLLBMM_00028)

21 Copper exporter (VF0849) (ONBLLBMM_00035)
18 20 ensor protein KdpD (ONBLLBMM_00033) Stk2_Stk2 (ONBLLBMM_00041)
15 Ta9fl22 23 24 25 26 27 | 31 | | | 37 38 39 40 42 43
-_— I I

IMGPR_plasmid_2550828270_000004: 9.492-51,077 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (FBDMBJJF_00032)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NFO12222.1) (%MBJJF_OOOlS)
ANT_9- NCBIFAM—E\IT(‘? ) family aminoglycoside nucleotidyltransferase (NF012212.1) (FBDMBJJF _( 00014)
‘ Potassium-: transportlngATPase potassium-binding subunit (FBDMBJJF_00034)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FBDMBJJF_00012) Potassium-transporting ATPase KdpC subunit (FBDMBJJF_00036)
\ \ 1S3 family transposase ISSau4 (FBDMBJJF_00030)
Tyrosme recombinase XerC (FBDMBJJF_00017)IS3 family transposase ISSau4 (FBDMBJJF 00029)
Tyrosine recombinase XerC (FBDMBJJF 00016) 1S3 family transposase 1SSaud (FBDMBJJF 00028)

21 ‘ Copper exporter (VF0849) (FBDMBJJF_00035)
18 20 Sensor protein KdpD (FBDMBJJF_00033) Stk2_Stk2 (FBDMBJJF_00041)
15 Tasll22 23 24 25 26 27 | 31 | | \ 37 38 39 40 42 43
L ] I —

-
IMGPR_plasmid_2590828405_000003: 9,434-53,884 (+)

UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (IAOAKLHK_00002)
UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase (IAOAKLHK_00004)
1 | 3 5

IMGPR_plasmid_2603879693_000005:497-16,295 (+)
Thiosulfate sulfurtransferase GIpE (NNNENGMN_00015)
T}é 19 2122macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NFO00245.1) (NNNENGMN_00023)

GAEEHO—EE

—
IMGPR_plasmid_2571042339_000002: 14,655-23,919 (+)
; 10000 nt |
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




