Glutathione transport system permease protein GsiD (BGPIEFJA_00288)
Glutathione transport system permease protein GsiC (BGPIEFJA_00289)
Glutathione import ATP-binding protein GsiA (BGPIEFJA_00292)
Heme-binding protein A (BGPIEFJA_00290)
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Hydroxymethylpyrimidine/phosphomethylpyrimidine kinase (BGPIEFJA_00304)
Contact-dependent inhibition CDI system (VF1131) (BGPIEFJA_00300)
Thiamine-phosphate synthasé (BGPIEFJA_00303)
Hydroxyethylthiazole kinase (BGPIEFJA_00302)
‘ Beta-hexosaminidase (BGPIEFJA_00306)
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IMGPR_plasmid_2919283621_000001: 317,844-347,150 (+)

Contact-dependent inhibition CDI system (VF1131) (CNAJIOPI_00134)
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IMGPR _plasmid_2630968330_000006: 131,926-155,466 (+)
152 Contact-dependent inhibition CDI system (VF1131) (LNLBNGLI_00157)
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IMGPR _plasmid_2513237085_000008: 157,573-182,773 (+)

Contact-dependent inhibition CDI system (VF1131) (DPGMOMBK_00159)
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IMGPR_plasmid_2515154134_000006: 163,482-191,885 (-)

Contact-dependent inhibition CDI system (VF1131) (BBGCFHFH_00128)

1S3 family transposase ISPbe1 (BBGCFHFH_00133)
DrmC_00006 DrmC (BBGCFHFH_00134)
tRNA'nuclease CdiA (BBGCFHFH_00131)
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IMGPR_plasmid_2509276052_000003: 132,549-151,494 (-)

1S3 family transposase ISAtu5 (GEPBOFHE_00134)
DrmC_00006 DrmC (GEPBOFHE_00135)
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136 T 1827 130 129 128 127 126125 123
[0 @8——0DDED

IMGPR_plasmid_2507525018_000005: 113,367-145,312 (.
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215 217 Contact-dependent inhibition CDI system (VF1131) (GNPAOFIE_00226)
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IMGPR_plasmid_2844454524. 000004: 225,870-259,091 (+)
1S3 family transposase ISPbe1 (FPOJOAMC_00358)
1S3 family transposase ISAtu5 (FPOJOAMC_00361)
DrmC_00006 DrmC (FPOJOAMC_00357)
DrmC_00006 DrmC (FPOJOAMC_00362)
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IMGPR_plasmid_2859833134 000003: 378,586-411,733 ()
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Contact-dependent inhibition CDI system (VF1131) (JNBDAKKM_00489)
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IMGPR_plasmid_2516653085_000003: 529,100-561,045 (-)

1S3 family transposase ISRle4 (CEMGLEJC_00316)

DrmC_00006 DrmC (CEMGLEJC_00317)
Colicin-E3 (CEMGLEJC_00319)

324 319 Contact-dependent inhibition CDI system (VF1131) (CEMGLEJC_00309)
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IMGPR _plasmid_2859840839_000003: 310,017-344,463 (-)
Contact-dependent inhibition CDI system (VF1131) (DGCBDPAE_00101)
107 subtilase (DGCBDPAE_00099)
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IMGPR_plasmid_2515075009_000005: 94,242-126,801 (-)

Contact-dependent inhibition CDI system (VF1131) (JHKKEMNO_00417)
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419 subtilase (JHKKEMNO_00415)
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IMGPR _plasmid_2516653047_000004:433,318-463,186 (-)
1S3 family transposase ISRle4 (ACJEKNHC_00202)

Contact-dependent inhibition CDI system (VF1131) (ACJEKNHC_00207)
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IMGPR _plasmid_2513237084_000007: 203,308-236,023 (+)
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IMGPR_plasmid_2850814604_000003: 394,098-404,843 (-)
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IMGPR_plasmid_2918430697_000003: 271,024-281,715 (-)
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IMGPR_plasmid_2844462476_000003:475,310-487,206 (+)
subtilase (JILHJAMH_00078) 77
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IMGPR _plasmid 2896557008 _000004: 68,579-82,060 (-)
Aliphatic amidase expression-regulating protein (ILJHOOOK_00282)
281 283 Heme-binding protein A (ILJHOOOK_00286)

IMGPR_plasmid_2791355258_000007:299,913-311,209 (+)
Hemolysin secretion protein D, chromosomal (IALMIGBF_00001)
RtxA (VF0482) (IALMIGBF_00002)
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IMGPR _plasmid_2791355266_000023: 3,631-11,877 (+)
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