
IMGPR_plasmid_2791355266_000023: 251,190-273,019 (+)

HTH-type transcriptional regulator RafR (IALMIGBF_00234)
Quinolone resistance transporter (IALMIGBF_00235)

cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (IALMIGBF_00236)

236 237 238

Peptide methionine sulfoxide reductase MsrA (IALMIGBF_00240)

Alpha-2-macroglobulin (IALMIGBF_00241)

Biosynthetic peptidoglycan transglycosylase (IALMIGBF_00242)
DNA-binding transcriptional activator DecR (IALMIGBF_00243)

tet_MFS_V-NCBIFAM tetracycline efflux MFS transporter Tet(V) (NF012178.0) (IALMIGBF_00244)

Maltooligosyl trehalose synthase (IALMIGBF_00245)
Copper-transporting P-type ATPase (IALMIGBF_00246)

IMGPR_plasmid_2936367885_000006: 267,718-287,370 (-)

261

IMGPR_plasmid_2630968330_000006: 393,065-413,274 (+)

367 Copper-transporting P-type ATPase (CNAJIOPI_00372)
PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (CNAJIOPI_00373)

IMGPR_plasmid_2844454524_000004: 10,350-32,386 (+)

14 15 16

IMGPR_plasmid_2516653085_000003: 159,902-181,938 (-)

156
p-hydroxybenzoic acid efflux pump subunit AaeA (JNBDAKKM_00157)

158

IMGPR_plasmid_2859840839_000003: 544,584-566,631 (-)

526527
p-hydroxybenzoic acid efflux pump subunit AaeA (CEMGLEJC_00529)

529

IMGPR_plasmid_2585427526_000008: 371,374-393,286 (-)

350351
p-hydroxybenzoic acid efflux pump subunit AaeA (FLFCFLHO_00352)

IMGPR_plasmid_639633055_000004: 8,056-26,767 (-)

1516

IMGPR_plasmid_2896557008_000004: 274,414-294,218 (-)

269270BopD (VF0362) (JILHJAMH_00275)

8000 nt
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