NEAT-type hemophore-mediated heme uptake system (VF0672) (IALMIGBF_00011)
Oligopeptide transport ATP-binding protein OppF (IALMIGBF_00012)
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Glycine cleavage system transcriptional activator (IALMIGBF_00017)

2-amino-5-chloromuconic acid deaminase (IALMIGBF_00020)
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chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NFO00490.1) (LKEJHGML_00069)
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Dipeptide transport system permease protein DppB (DGCBDPAE_00091)
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