
IMGPR_plasmid_2791355258_000007: 35,806-44,387 (+)

3-oxoadipate enol-lactonase 2 (ILJHOOOK_00042)
43

Protocatechuate 3,4-dioxygenase beta chain (ILJHOOOK_00044)
Protocatechuate 3,4-dioxygenase alpha chain (ILJHOOOK_00045)

3-carboxy-cis,cis-muconate cycloisomerase (ILJHOOOK_00046)

47

Gluconate 5-dehydrogenase (ILJHOOOK_00048)
Shikimate dehydrogenase (NADP(+)) (ILJHOOOK_00049)

D-apiose dehydrogenase (ILJHOOOK_00050)
HitABC (VF0268) (ILJHOOOK_00051)

L-cystine transport system permease protein YecS (ILJHOOOK_00052)

IMGPR_plasmid_2515075009_000005: 404,415-413,756 (-)

360

IMGPR_plasmid_2513237084_000007: 417,042-425,778 (+)

392 393

IMGPR_plasmid_2844462476_000003: 207,842-216,666 (+)

200 201

IMGPR_plasmid_2516653047_000004: 215,610-224,434 (-)

197198

IMGPR_plasmid_2765235942_000014: 406,582-416,460 (-)

L-cystine transport system permease protein YecS (IOKDHFDC_00378)3833843-oxoadipate enol-lactonase 2

IMGPR_plasmid_2859840839_000003: 624,425-630,217 (-)

587

IMGPR_plasmid_2630968330_000006: 331,613-340,771 (+)

HTH-type transcriptional regulator GbpR (CNAJIOPI_00307) 312
3-carboxy-cis,cis-muconate cycloisomerase (CNAJIOPI_00313)

3000 nt

virulence (VFDB)


