3-carboxy-cis,cis-muconate cycloisomerase (ILJHOOOK_00046)

Protocatechuate 3,4-dioxygenase alpha chain (ILJH006K700045) Shikimate dehydrogenase (NADP(+)) (ILJHOOOK_00049)
Protocatechuate 3,4-dioxygenase beta chain (ILJHOOOK_00044) Gluconate 5-dehydrogenase (I LJHOOOK,O‘OO48) L-cystine transport system permease protein YecS (ILJHOOOK_00052)
3-oxoadipate enol-lactonase 2 (ILJHOOOK_00042) D-apiose dehydrogenase (ILJHOOOK_00050)
43 47 ‘ HitABC (VF0268) (ILJHOOOK_00051)
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3-oxoadipate enol-lactonase 2 384 383 L-cystine transport system permease protein YecS (IOKDHFDC_00378)
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IMGPR_plasmid_2859840839_000003: 624,425-630,217 (-)

3-carboxy-cis,cis-muconate cycloisomerase (CNAJIOP|_00313)
HTH-type transcriptional regulator GbpR (CNAJIOPI_00307) 312
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IMGPR_plasmid_2630968330_000006: 331,613-340,771 (+)
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