
IMGPR_plasmid_2844454524_000004: 200,804-217,854 (+)

p-aminobenzoyl-glutamate hydrolase subunit B (GNPAOFIE_00178)

179 180

G/U mismatch-specific DNA glycosylase (GNPAOFIE_00181)
Flavohemoprotein (GNPAOFIE_00182)

183
184

185

tRNA(fMet)-specific endonuclease VapC (GNPAOFIE_00186)

187 188 189 190 191
192

193

TlmB-NCBIFAM bleomycin family antibiotic N-acetyltransferase TlmB (NF000485.1) (GNPAOFIE_00194)

(S)-ureidoglycine aminohydrolase (GNPAOFIE_00195)

196 197 Glutathione import ATP-binding protein GsiA (GNPAOFIE_00198)

IMGPR_plasmid_2516653085_000003: 569,061-586,112 (-)

520
521

522523524525526

tRNA(fMet)-specific endonuclease VapC (JNBDAKKM_00527)

528

IMGPR_plasmid_2859840839_000003: 352,489-366,861 (-)

344
345

346347
348

IS30 family transposase ISRle2 (CEMGLEJC_00350)
tRNA(fMet)-specific endonuclease VapC (CEMGLEJC_00351)

351

IMGPR_plasmid_2850814604_000003: 412,871-426,935 (-)

388389

IMGPR_plasmid_2515154134_000006: 199,900-218,272 (-)

HTH-type transcriptional regulator HdfR (DPGMOMBK_00184)
PEB1 (VF0327) (DPGMOMBK_00185)

Arginine ABC transporter permease protein ArtQ (DPGMOMBK_00186)
Octopine transport system permease protein OccM (DPGMOMBK_00187)

Agmatinase (DPGMOMBK_00188)
189

FAD-dependent catabolic D-arginine dehydrogenase DauA (DPGMOMBK_00190)

tRNA(fMet)-specific endonuclease VapC (DPGMOMBK_00191)

192

IMGPR_plasmid_2585427526_000008: 174,458-194,454 (-)

HTH-type transcriptional regulator HdfR (FLFCFLHO_00168)
PEB1 (VF0327) (FLFCFLHO_00169)

Arginine ABC transporter permease protein ArtQ (FLFCFLHO_00170)
Octopine transport system permease protein OccM (FLFCFLHO_00171)

Agmatinase (FLFCFLHO_00172)
173

FAD-dependent catabolic D-arginine dehydrogenase DauA (FLFCFLHO_00174)

tRNA(fMet)-specific endonuclease VapC (FLFCFLHO_00175)

176

IMGPR_plasmid_2513237085_000008: 131,154-149,538 (+)

tRNA(fMet)-specific endonuclease VapC (LNLBNGLI_00126)

FAD-dependent catabolic D-arginine dehydrogenase DauA (LNLBNGLI_00127)

128
Agmatinase (LNLBNGLI_00129)

Octopine transport system permease protein OccM (LNLBNGLI_00130)
Arginine ABC transporter permease protein ArtQ (LNLBNGLI_00131)

PEB1 (VF0327) (LNLBNGLI_00132)
HTH-type transcriptional regulator HdfR (LNLBNGLI_00133)

IMGPR_plasmid_2919283621_000001: 294,511-306,615 (+)

bla_class_A-NCBIFAM class A beta-lactamase (NF033103.1) (BGPIEFJA_00263)

264

G/U mismatch-specific DNA glycosylase (BGPIEFJA_00268)

269
Flavohemoprotein (BGPIEFJA_00270)

273 tRNA(fMet)-specific endonuclease VapC (BGPIEFJA_00274)

IMGPR_plasmid_2844462476_000003: 456,844-467,281 (+)

427 428 429 430

IMGPR_plasmid_2936367885_000006: 93,732-109,467 (-)

99100
101

102103104105

IMGPR_plasmid_2791355258_000007: 276,501-294,536 (+)

263 264 265 266
267

Chaperone protein HtpG (ILJHOOOK_00268)

269 270

IMGPR_plasmid_2509276052_000003: 159,522-175,792 (-)

154155156157158159
160

161

IMGPR_plasmid_2630968330_000006: 110,210-123,634 (+)

108
109

110 111

IMGPR_plasmid_639633055_000004: 494,732-510,197 (-)

470
471

472473474475

IMGPR_plasmid_2765235942_000014: 146,766-162,355 (-)

145146147148
149

150

Ribokinase (IOKDHFDC_00151)

IMGPR_plasmid_2896569440_000003: 243,386-262,307 (-)

229230231
D-apiose isomerase (GOBJHPON_00233)

HTH-type transcriptional repressor PurR (GOBJHPON_00234)
Arabinose import ATP-binding protein AraG (GOBJHPON_00235)

Ribose import permease protein RbsC (GOBJHPON_00236)

HTH-type transcriptional regulator RpiR (GOBJHPON_00237)

Ribokinase (GOBJHPON_00238)

IMGPR_plasmid_2510065019_000004: 125,245-146,184 (-)

124125
Chaperone protein HtpG (DIJELBHA_00126)

127

putative HTH-type transcriptional regulator YtcD (DIJELBHA_00128)

129

Catabolite control protein A (DIJELBHA_00130)

D-allose-binding periplasmic protein (DIJELBHA_00131)
Ribose import permease protein RbsC (DIJELBHA_00132)

FbpABC (VF0272) (DIJELBHA_00133)

2-oxo-tetronate isomerase (DIJELBHA_00134)
Myo-inositol 2-dehydrogenase (DIJELBHA_00135)

136

IMGPR_plasmid_2516653047_000004: 471,189-487,507 (-)

putative HTH-type transcriptional regulator YtcD (JHKKEMNO_00442)443

Catabolite control protein A (JHKKEMNO_00444)

445

Ribose import permease protein RbsC (JHKKEMNO_00446)

FbpABC (VF0272) (JHKKEMNO_00447)

2-oxo-tetronate isomerase (JHKKEMNO_00448)
Myo-inositol 2-dehydrogenase (JHKKEMNO_00449)

450

IMGPR_plasmid_2513237084_000007: 162,178-195,278 (+)

153

Myo-inositol 2-dehydrogenase (ACJEKNHC_00154)
2-oxo-tetronate isomerase (ACJEKNHC_00155)

FbpABC (VF0272) (ACJEKNHC_00156)

Ribose import permease protein RbsC (ACJEKNHC_00157)
D-allose-binding periplasmic protein (ACJEKNHC_00158)

Catabolite control protein A (ACJEKNHC_00159)

160

putative HTH-type transcriptional regulator YtcD (ACJEKNHC_00161)

HTH-type transcriptional regulator YjiE (ACJEKNHC_00162)

163

D-malate dehydrogenase [decarboxylating] (ACJEKNHC_00164)

D(-)-tartrate dehydratase (ACJEKNHC_00165)

166 167
168

Organic hydroperoxide resistance protein OhrB (ACJEKNHC_00169)

putative protein YedJ (ACJEKNHC_00170)

Phosphoglycolate phosphatase (ACJEKNHC_00171)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (ACJEKNHC_00172)

173

L-arabinose transport system permease protein AraQ (ACJEKNHC_00174)

Trehalose-recycling ABC transporter (VF0842) (ACJEKNHC_00175)

putative protein (ACJEKNHC_00176)

HTH-type transcriptional regulator BenM (ACJEKNHC_00177)
S-inosyl-L-homocysteine hydrolase (ACJEKNHC_00178)

putative protein YedJ (ACJEKNHC_00179)

10000 nt

virulence (VFDB) AMR (AMRFinderPlus)


