Type-4 uracil-DNA glycosylase (ILJHOOOK_00396)
putative cardiolipin synthase YwiE (ILJHOOOK_00395)
394 \ 397 398 399 Sensor histidine kinase RcsC (ILJHOOOK_00400) 401 402 403

ZHD{

IMGPR_plasmid_2791355258_000007:419,725-427,933 (+)
306

XEHDD

308 308

—OADETD

IMGPR_plasmid_2516653047_000004: 319,602-327,798 (-)

IMGPR_plasmid_2513237084_000007: 321,588-330,161 (+)
Para-nitrobenzyl esterase (FFADKCKK_00325)
326 \ 324 319

< - OO0 HHDAD

118 Multifunctional non-homologous end joining protein LigD (GOBJHPON_00114)

IMGPR_plasmid_2896569440_000003: 132,419-141,879 (-)

Glycine cleavage system transcriptional activator (JILHJAMH_00419)
420 416

< —D{0—D XAHD

IMGPR_plasmid_639633055_000004: 341,827-353,273 (-)

IMGPR _plasmid_2896557008_000004: 445,458-456,948 (-)
478 477 Thioredoxin reductase (DIJELBHA_00476)

- HO—D )

L-aspartate/glutamate-specific racemase (FLFCFLHO_00058)
Cysteine/O-acetylserine efflux protein (FLECFLH0,000S‘?)
HTH-type transcriptional regulator HdfR (FLFCFLHO_00061) ‘

IMGPR_plasmid_2510065019_000004: 508,479-518,042 (-)

60 Putative aminoacrylate hydrolase RutD (FLFCFLHO_00057)

A a - —0——D— -&HD

L-aspartate/glutamate-specific racemase (BGPIEFJA_00391)
Cysteine/O-acetylserine efflux protein (BGPIEFJA_00390)
HTH-type transcriptional regulator HdfR (BGPIEFJA_00388) ‘
389

IMGPR_plasmid_2585427526_000008: 63,347-75,077 (-)

Putative aminoacrylate hydrolase RutD (BGPIEFJA_00392)

) a - ———0 D

L-aspartate/glutamate-specific racemase (HAGNOAPO_00171)
Cysteine/O-acetylserine efflux protein (HAaNOAPO_00172)
HTH-type transcriptional regulator HdfR (HAGNOAPO_00174)
173 \ Putative aminoacrylate hydrolase RutD (HAGNOAPO_00170) 166

IMGPR_plasmid_2918430697_000003: 179,509-191,574 (-)

606 605 604 601

HO{D—D0 )

IMGPR_plasmid_2919283621_000001:426,840-438,551 (+)

IMGPR_plasmid_2509276052_000003: 635,675-644,717 (-)
546 545 544 543 542 541

— = — O—D— )

IMGPR_plasmid_2507525018_000005: 580,240-592,336 (-)
} 4000 nt i




