
IMGPR_plasmid_2896569440_000003: 134,920-157,805 (+)

Sensor histidine kinase RcsC (GOBJHPON_00118)

118

119
120

Type-4 uracil-DNA glycosylase (GOBJHPON_00122)

putative cardiolipin synthase YwiE (GOBJHPON_00123)

123

124

125

126
127

128

ATP-dependent RecD-like DNA helicase (GOBJHPON_00130)

130

Phenmedipham hydrolase (GOBJHPON_00132)

132
133

HTH-type transcriptional regulator LutR (GOBJHPON_00135)

L-alanine/L-glutamate racemase (GOBJHPON_00136)

136
Melibiose/raffinose/stachyose import permease protein MelD (GOBJHPON_00138)

IMGPR_plasmid_2791355266_000023: 84,606-97,186 (-)

Para-nitrobenzyl esterase (IALMIGBF_00084)
84

8591

IMGPR_plasmid_2844462476_000003: 15,748-51,772 (-)

20
HitABC (VF0268) (FHAOPJFM_00021)

Sulfate/thiosulfate import ATP-binding protein CysA (FHAOPJFM_00022)

Para-nitrobenzyl esterase (FHAOPJFM_00024)

3-phenylpropionate-dihydrodiol/cinnamic acid-dihydrodiol dehydrogenase (FHAOPJFM_00025)

HTH-type transcriptional regulator PgrR (FHAOPJFM_00026)

Glycine cleavage system transcriptional activator (FHAOPJFM_00027)

ATP-dependent RecD-like DNA helicase (FHAOPJFM_00028)

29
303132

Michele_1A_hits_grouped (FHAOPJFM_00033)

Decaprenylphosphoryl-beta-D-ribose oxidase (FHAOPJFM_00034)

35

Protoheme IX farnesyltransferase (FHAOPJFM_00036)

3742

IMGPR_plasmid_2516653047_000004: 320,815-358,828 (+)

311

Protoheme IX farnesyltransferase (JHKKEMNO_00312)

313

Decaprenylphosphoryl-beta-D-ribose oxidase (JHKKEMNO_00314)

Michele_1A_hits_grouped (JHKKEMNO_00315)

316317
318

319

IS110 family transposase ISMno29 (JHKKEMNO_00320)

ATP-dependent RecD-like DNA helicase (JHKKEMNO_00321)

Glycine cleavage system transcriptional activator (JHKKEMNO_00322)

HTH-type transcriptional regulator PgrR (JHKKEMNO_00323)

3-phenylpropionate-dihydrodiol/cinnamic acid-dihydrodiol dehydrogenase (JHKKEMNO_00324)

Para-nitrobenzyl esterase (JHKKEMNO_00325)

326
IS5 family transposase ISPye39 (JHKKEMNO_00327)

IMGPR_plasmid_2936367885_000006: 444,537-464,527 (+)

Glycine cleavage system transcriptional activator (LKEJHGML_00418)
HTH-type transcriptional regulator PgrR (LKEJHGML_00419)

3-phenylpropionate-dihydrodiol/cinnamic acid-dihydrodiol dehydrogenase (LKEJHGML_00420)

Para-nitrobenzyl esterase (LKEJHGML_00421)
422

IMGPR_plasmid_2859840839_000003: 225,355-243,884 (+)

224

Glycine cleavage system transcriptional activator (CEMGLEJC_00226)

226
227

DNA polymerase IV (CEMGLEJC_00229)
DNA polymerase IV (CEMGLEJC_00230)

Trehalose transport system permease protein SugB (CEMGLEJC_00235)

IMGPR_plasmid_2515075009_000005: 166-21,705 (+)

7 8 9
10

11 12
13

14 15 16

IMGPR_plasmid_2919283621_000001: 413,598-434,202 (-)

377
378

379
380

381

382

Glycine cleavage system transcriptional activator (BGPIEFJA_00383)

384
385

HTH-type transcriptional regulator HdfR (BGPIEFJA_00388)

389

Cysteine/O-acetylserine efflux protein (BGPIEFJA_00390)

L-aspartate/glutamate-specific racemase (BGPIEFJA_00391)

Putative aminoacrylate hydrolase RutD (BGPIEFJA_00392)

IMGPR_plasmid_2918430697_000003: 184,212-204,815 (+)

177
178

Glycine cleavage system transcriptional activator (HAGNOAPO_00179)
180

181
182

183
184

185

IMGPR_plasmid_2513237085_000008: 249,847-272,222 (-)

236
237

238

239
240

241

242

Glycine cleavage system transcriptional activator (LNLBNGLI_00243)

244
245

IMGPR_plasmid_2850814604_000003: 229,400-330,827 (+)

215
216

217

218

ATP-dependent RecD-like DNA helicase (HNDKMFCJ_00219)

Glycine cleavage system transcriptional activator (HNDKMFCJ_00220)

HTH-type transcriptional regulator PgrR (HNDKMFCJ_00221)

NADP-dependent 3-hydroxy acid dehydrogenase YdfG (HNDKMFCJ_00222)

223

224
225

226
227

228

229
230

Maleylacetate reductase (HNDKMFCJ_00231)

Hydroxyquinol 1,2-dioxygenase (HNDKMFCJ_00232)

233

2-(S)-hydroxypropyl-CoM dehydrogenase (HNDKMFCJ_00234)

Michele_1A_hits_grouped (HNDKMFCJ_00235)

236
237

238

Michele_2A_hits_grouped (HNDKMFCJ_00239)

240

Ribose import binding protein RbsB (HNDKMFCJ_00241)

Ribose import ATP-binding protein RbsA (HNDKMFCJ_00242)
Ribose import permease protein RbsC (HNDKMFCJ_00243)

3-oxoadipate CoA-transferase subunit B (HNDKMFCJ_00244)

245

putative zinc-type alcohol dehydrogenase-like protein YdjJ (HNDKMFCJ_00246)

HTH-type transcriptional regulator DmlR (HNDKMFCJ_00247)
HTH-type transcriptional regulator DmlR (HNDKMFCJ_00248)

249
250

251
252

DNA polymerase IV (HNDKMFCJ_00253)
Protein ImuA (HNDKMFCJ_00254)

255

Protein ImuB (HNDKMFCJ_00256)

Error-prone DNA polymerase (HNDKMFCJ_00257)
IS3 family transposase ISAtu4 (HNDKMFCJ_00258)

IS3 family transposase ISAtu4 (HNDKMFCJ_00259)

260

Contact-dependent inhibition CDI system (VF1131) (HNDKMFCJ_00261)

262
263

264

Prometheus__ProA (HNDKMFCJ_00265)

266
267

268

269

Photosystem I assembly protein Ycf3 (HNDKMFCJ_00270)

271
272

retron_type_V_csd_cluster85_1 (HNDKMFCJ_00273)

274
275

276
277

PDC-M32A_WP_125255469.1 (HNDKMFCJ_00278)
PDC-M32B_WP_081320879.1 (HNDKMFCJ_00279)

280

High-molecular weight cobalt-containing nitrile hydratase subunit alpha (HNDKMFCJ_00281)

Nitrile hydratase subunit beta (HNDKMFCJ_00282)

283
284

285
286

287
288

289

ThsB1_00008 TIR-like (HNDKMFCJ_00290)

IS66 family transposase ISRel15 (HNDKMFCJ_00291)

292
293

294

IMGPR_plasmid_2844454524_000004: 327,616-388,299 (-)

PhoP (VF0286) (GNPAOFIE_00306)

PhoPQ (VF0111) (GNPAOFIE_00307)

308

309

310

311

312

Carpentier_1_HMM1cov80e-10_nr80 (GNPAOFIE_00313)

314
315

316
317

Inosine-5'-monophosphate dehydrogenase (GNPAOFIE_00318)

Xylulose-5-phosphate phosphoketolase (GNPAOFIE_00319)

putative propionate kinase (GNPAOFIE_00320)

321
322

323

HspX (VF0301) (GNPAOFIE_00324)
325

RegX3 (VF0858) (GNPAOFIE_00326)

327

Sensor histidine kinase RcsC (GNPAOFIE_00328)

329

Periplasmic serine endoprotease DegP (GNPAOFIE_00330)
putative alcohol dehydrogenase AdhA (GNPAOFIE_00331)

332

Universal stress protein F (GNPAOFIE_00333)

334
335

336
337

Copper exporter (VF0849) (GNPAOFIE_00338)

RNA polymerase-binding transcription factor DksA (GNPAOFIE_00339)

putative cation-transporting ATPase F (GNPAOFIE_00340)

341

putative membrane transporter protein (GNPAOFIE_00342)

343
344

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (GNPAOFIE_00345)

Beta-lactamase hydrolase-like protein (GNPAOFIE_00346)

347
348

ATP-dependent RecD-like DNA helicase (GNPAOFIE_00349)

350
351

352
353

354

IMGPR_plasmid_2516653085_000003: 401,359-462,042 (+)

362
363

364

365
366

ATP-dependent RecD-like DNA helicase (JNBDAKKM_00367)

368
369

Beta-lactamase hydrolase-like protein (JNBDAKKM_00370)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (JNBDAKKM_00371)

372
373

putative membrane transporter protein (JNBDAKKM_00374)

375

putative cation-transporting ATPase F (JNBDAKKM_00376)

RNA polymerase-binding transcription factor DksA (JNBDAKKM_00377)

Copper exporter (VF0849) (JNBDAKKM_00378)

379

380

381

382

Universal stress protein F (JNBDAKKM_00383)

384

putative alcohol dehydrogenase AdhA (JNBDAKKM_00385)
Periplasmic serine endoprotease DegP (JNBDAKKM_00386)

387

Sensor histidine kinase RcsC (JNBDAKKM_00388)

389

RegX3 (VF0858) (JNBDAKKM_00390)

391
HspX (VF0301) (JNBDAKKM_00392)

393
394

395

putative propionate kinase (JNBDAKKM_00396)

Xylulose-5-phosphate phosphoketolase (JNBDAKKM_00397)

Inosine-5'-monophosphate dehydrogenase (JNBDAKKM_00398)

399
400

401
402

Carpentier_1_HMM1cov80e-10_nr80 (JNBDAKKM_00403)

404

405

406

407

408

PhoPQ (VF0111) (JNBDAKKM_00409)

PhoP (VF0286) (JNBDAKKM_00410)

40000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


