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1S200/1S605 family transposase ISMba18 (IJBBDJIB_00002)
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ATP-dependent RecD-like DNA helicase (
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Methyl-accepting chemotaxis protein McpQ (LKPKLPBM_00027)
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Peptidoglycan-associated lipoprotein
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ATP-dependent RecD-like DNA helicase (LKPKLPBM_00034)
32 33

l




