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IMGPR plasmid_2724679491_000004: 36,028-44,189 (+)
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IMGPR_plasmid_2740892329_000003: 36-7,505 (-)
AbiEi_ WP_047105540.1 AbiEi (KMGGCJNE_00042)
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IMGPR _plasmid_2724679485_000003: 36,017-46,643 (+)
MTase_l_00058 Type (AANNCDHP_00043)
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IMGPR _plasmid_2681813444_000003: 35,896-43,854 (+)
151380 family transposase 1SSpn5 (JOOAAMFM_00047)
AbiEi_WP_047105540.1 AbiEi (JOOAAMFM_00039)
AbiEii WP_110023304.1 AbiEii (JOOAAMFM_00038)

MTéseJ 1_.00058 Type (JOOAAMFM_00044) ATP-dependent helicase/deoxyribonuclease subunit B (JOOAAMFM_00052)
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IMGPR _plasmid_2751185391_000002: 37,571-69,120 (+)

AbiEi_WP_047105540.1 AbiEi (PNIAJF11_00040)
AbiEii_WP_110023304.1 AbiEii (PNIAJFII_00039)

MTase_lI_00058 Type (PNIAJFI1_00046)
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41 42 Tﬁ45 47 48 IgAlprotease (VF0147) (PNIAJFII_00049) 50 ATP-dependent helicase/deoxyribonuclease subunit B (PNIAJFII_00052)
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IMGPR _plasmid_2724679496_000001: 37,588-62,991 (+)
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IMGPR _plasmid_2740892330_000002: 44,631-49,199 (+)
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IMGPR_plasmid_2713897002_000001: 93-4,661 (-)
AbiEi_WP_047105540.1 AbiEi (DILKNILK_00002)
AbiEii WP_110023304.1 AbiEii (DILKNILK_00003)
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IMGPR _plasmid_2713897008_000002: 15-6,088 (-)
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IMGPR_plasmid_2724679483_000002: 36,059-41,295 (+)
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IMGPR _plasmid_2681813443_000003: 36,625-40,989 (+)
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IMGPR _plasmid_2724679490_000003: 151-4,515 (-)
AbiEi_WP_047105540.1 AbiEi (LDPGIOLG_00010)
mads_8 (LDPGIOLG_00013) MTase_II_00058 Type (LDPGIOLG_00004)
19 16 T 12 11 9 8765 3 2 S-triazine hydrolase (LDPGIOLG_00001)
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IMGPR_plasmid_7000000640_000021:462-15,930 (-)

putative glutamine ABC transporter permease protein GInM (OPIENKNP_00012)
L-cystine transport system perﬁase protein TcyB (OPIENKNP_00011)
Arginine transport ATP-binding protein ArtM (OPIENKNP_00008)
PEB1(VF0772) (OPIENKNP_00006)
Lysine—-tRNA ligase (OPIENKNP_00014) |
‘ mads_8 (OPIENKNP_00005)
1S1380 family transposase I1SSpn5 (OPIENKNP_00015) 10
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IMGPR plasmid 2724679494 000004: 152-14,343 (-
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