NADPH-dependent curcumin reductase (DKCKDGGA_00007)
Prophage integrase IntA (DKCKDGGA_00004)
1 2 3 5 6 HTH-type transcriptional repressor NemR (DKCKDGGA_00008)

K HIED

IMGPR_plasmid_3300012233_000034: 655-6,600 (+)
22 21 20 19

K H

IMGPR_plasmid_2660238130_000008: 10,337-17,042 (-)

1S6 family transposase I1SOur1 (MNIFMJEN_00031)
30 29 28

IMGPR_plasmid_2582580841 000003:20,161-27,439 (-)
1S5 family transposase ISAba13 (LGKCLKIC_00028)
27 26

IMGPR_plasmid_2565956925_000003: 19,078-25,835 (-)
2 3 4

H K H

~

IMGPR_plasmid_2695420512_000006: 69-8,078 (+)
1S5 family transposase 1S17 (FDFPDIPL_00034)
1S6 family transposase 1S1006 (FDFPDIPL_00031)
Oleate hydratase (FDFPDIPL_00033) 32 30 29 28

IMGPR _plasmid_3300012274_000070:21,981-32,663 (-)
1S5 family transposase ISAba13 (JOMCDFGK_00002)
1 3 4

HTD K H

IMGPR_plasmid_2571042768_000003: 521-8,434 (+)

1S5 family transposase ISAba13 (MFDKBDIG_00001)
2 8] 4

IMGPR _plasmid_2582580840_000009: 55-7,500 (+)
15256 family transposase ISAba26 (FAAEHBIB_00029)

1S5 family transposase ISAba13 (FAAEHBIB_00027)
Acrylyl-CoA reductase Acul (FAAEHBIB_00028) 26 25

IMGPR_plasmid_3300011548 000021: 15,778-25,211(-)
1S5 family transposase ISAba13 (ECECPAEH_00002)
Acrylyl-CoA reductase Ac‘ul (ECECPAEH_00001)

3 4

IMGPR_plasmid_3300011631_000015: 163-8,722 (+)
15256 family transposase ISAba26 (EBEFEBDB_00032)

1S5 family transposase ISAba12 (EBEFEBDB_00034) IS5 family transposase ISAba13 (EBEFEBDB_00030)
UvrABC system protein A (EBEFEBDB_00033) Acrylyl-CoA reductase Acul (EBEFEBDB,50031) 29 28 27

IMGPR_plasmid_3300034069_000534:21,567-34,588 (-)

1S256 family transposase ISAba26 (BMHHPBDF_00031)
1S5 family transposase ISAba13 (BMHHPBDF_00029)
UvrABC system protein A (BMHHPBDF_00032) Acrylyl-CoA reductase Acul (BMHHPBDF_50030) 28 27 26

~ = N>+

IMGPR_plasmid_2634166495_000014: 20,735-33,321 (-)
1S5 family transposase ISAba13 (LAHFHAPP_00004)
1S256 family transposase ISAba26 (LAHFHAPP_00001)
23 | 5 6 7

_ @D HTD K HETD
IMGPR_plasmid_2565956917_000001: 2-9,543 (+)

1S5 family transposase ISAba27 (ENPNJNHN_00004)
1S256 family transposase ISAba26 (ENPNJNHN_00001) 1S5 family transposase ISAba27 (ENPNJNHN_00005)

K HID

IMGPR _plasmid_2565956927_000002: 76-7,078 (+)
1S256 family transposase ISAba26 (JIOAJFOB_00001)

K H D

IMGPR _plasmid_2582580781 000011:44-6,159 (+)
1S6 family transposase 1S1006 (IJEPMKJN_00029)

IMGPR_plasmid_3300011533_000012: 20,974-26,612 (-)

1S5 family transposase ISAba31 (PBFDOICF_00032)
31 30 29

IMGPR_plasmid_2565956895_.000002: 21,241-27,961 (-)
31 30

IMGPR_plasmid_3300011747_000016:22,413-28,573 (-)
Mercuric resistance operon regulatory protein (DIKEDKFJ_00003)

1S5 family transposase 1S17 (DIKEDKFJ_00005)
Lsp (VFO351) (DIKEDKFJ_00001)

-
Y,
1

IMGPR _plasmid_2582580790_000002: 733-9,742 (+)
Mercuric resistance operon regulatory protein (IHBBOPDO_00031)
1S5 family transposase I1S17 (IHBBOPDO_00029)
Lsp (VF0351) (IHBBOPDO_00033)
32 \ 30 28 27

g ((d—@in—@—{T K HTD

I
IMGPR _plasmid_2531839352_000006: 20,800-29,808 (-)
Mercuric resistance operon regulatory protein (JMCPMHGK_00005)
1S5 family transposase ISAba12 (JMCPMHGK_00002)
Csu fimbriae (VF046]) (JMCPMHGK_00001) IS5 family transposase I1S17 (JMCPMHGK_00007)
Lsp (\/F0351) (JMCPMHGK_00003)

| T 4 6 8 9
e K KK HO—(G—-C—@ D —@TTT {0 K H

IMGPR_plasmid_3300014665_000019: 659-11,454 (+)
Mercuric resistance operon regulatory protein (AGLJCJGM_00007)
putative cysteine-rich protein YhjQ (AGLJCJGM_00003) 1S5 family transposase IS17 (AGLJCJGM_00009)
1S5 family transposase ISAba12 (AGLJCJGM_00004)
Lsp (VF0351) (AGLJCJGM_00005)

1 2 \ 6 8 10 11

adrmEs—C-@EmmaeacTTT (@D —EE T

IMGPR _plasmid_3300032326_000013:87-12,382 (+)
Mercuric resistance operon regulatory protein (BJFBIANE_00026)
putative cysteine-rich protein YhjQ (BJFBIANE_00030)
1S5 familﬁ"a?sposase ISAba12 (BJFBIANE_00029)IS5 family transposase 1S17 (BJFBIANE_00024)
Lsp (VFOSSI) (BJFBIANE_00028)
32 31 \ 27 25 23 22

drmE—CH-@EmmEac (@S —EE

I
IMGPR_plasmid_3300033052_000092: 17,058-29,354 (-)
Mercuric resistance operon regulatory protein (KGKMFCPM_00029)
putative cysteine-rich protein YhjQ (KGKMFCPM_00033) 1S5 family transposase I1S17 (KGKMFCPM_00027)
1S5 family transposase ISAba12 (KGKMFCPM_00032)
Lsp (VF0351) (KGKMFCPM_00031)
36 35 34 \ 30 28 26 25

D& EE—CHL HO—<O—@o—aTHT
=
IMGPR_plasmid_2576861116_000006: 20,281-32,780 (-)
Mercuric resistance operon regulatory protein (AELNFMFO_00027)
1S5 family transposase IS17 (AELNFMFO_00025)
Lsp (VFO351) (AELNFMFO_00029) Prophage integrase IntA (AELNFMFO_00022)
30 28 26 24 23 Prophage integrase IntA (AELNFMFO_00021) 16

K HEED-D

I
IMGPR_plasmid_3300001680_000045:16,572-26,357 (-)
} 5000 nt {
virulence (VFDB)
N




