
IMGPR_plasmid_3300025518_000019: 15-6,214 (+)

Type IV secretion system protein VirB11 (CFNAPDLN_00001)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (CFNAPDLN_00002)

3

Periplasmic [NiFe] hydrogenase small subunit (CFNAPDLN_00004)
Periplasmic [NiFeSe] hydrogenase large subunit (CFNAPDLN_00005)

6

IMGPR_plasmid_3300030101_000038: 88-5,563 (+)

1

IMGPR_plasmid_3300027852_000108: 321-6,593 (+)

1

IMGPR_plasmid_3300001719_000027: 138-6,304 (+)

1 2

IMGPR_plasmid_2845802868_000026: 13,337-18,689 (-)

2123

IMGPR_plasmid_2848678243_000032: 39-5,391 (+)

1

IMGPR_plasmid_3300009386_000044: 12,264-17,787 (-)

22

IMGPR_plasmid_3300025492_000023: 12,899-18,734 (-)

23

IMGPR_plasmid_2848441797_000011: 24,101-29,762 (-)

34

IMGPR_plasmid_637000271_000001: 290-12,170 (+)

1 2
ATP-dependent RecD-like DNA helicase (ENFEDLAJ_00003)

4 5 6

IMGPR_plasmid_2842999308_000016: 59-13,788 (+)

Tn3 family transposase ISAli20 (OOEKGBKH_00001)
DNA-invertase hin (OOEKGBKH_00002)

3 4 5 6 7

IMGPR_plasmid_2833894250_000006: 63-10,682 (+)

DNA-invertase hin (IJBGMMAN_00001)
2 3 4 5 6

IMGPR_plasmid_2852043070_000007: 107-10,663 (+)

DNA-invertase hin (DNOLEKFF_00001)
2 3 4 5 6

IMGPR_plasmid_3300025277_000038: 15,558-23,878 (-)

26272829

IMGPR_plasmid_2833485454_000009: 78-20,285 (+)

Copper exporter (VF0849) (GACEKMIN_00001)
Undecaprenyl-diphosphatase (GACEKMIN_00002)

putative membrane transporter protein (GACEKMIN_00003)
Inner membrane protein YgaP (GACEKMIN_00004)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (GACEKMIN_00005)

putative metallo-hydrolase (GACEKMIN_00006)

7

Carpentier_1_HMM1cov80e-10_nr80 (GACEKMIN_00008)

Tn3 family transposase ISAli20 (GACEKMIN_00009)
DNA-invertase hin (GACEKMIN_00010)

11 12 13 14 15

IMGPR_plasmid_2848674377_000016: 133-5,029 (+)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (BLPIAAIH_00001)
6

IMGPR_plasmid_3300025213_000001: 53-20,062 (+)

1 2 3 4 5 6 7 8
PDC-S01_WP_076465573.1 (EEMDFCEO_00009)

10 Hydrogenase 2 maturation protease

IMGPR_plasmid_3300025247_000006: 51-12,420 (+)

1 2 3 4
PDC-S01_WP_076465573.1 (NBPAHDEE_00005)

6

8000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


