
IMGPR_plasmid_2833354111_000010: 27,541-43,108 (+)

31 32
RnlAB__RnlB (DNIFLCKI_00033)

34

Phosphoadenosine phosphosulfate reductase (DNIFLCKI_00035)

36 37 38 39 40 41
Putative septation protein SpoVG (DNIFLCKI_00042)

43

IMGPR_plasmid_3300014936_000117: 33,815-42,585 (+)

43

IMGPR_plasmid_3300035651_000089: 275-21,588 (-)

1

Accessory gene regulator protein B (JNOKKEHG_00002)

S-adenosylmethionine synthase (JNOKKEHG_00003)

4
GTP 3',8-cyclase (JNOKKEHG_00005)

putative peptide export permease protein YydJ (JNOKKEHG_00006)
ABCF_Lsa_all-NCBIFAM Lsa family ABC-F type ribosomal protection protein (NF000167.2) (JNOKKEHG_00007)

8910

Putative septation protein SpoVG (JNOKKEHG_00011)

12

IMGPR_plasmid_3300029453_000092: 9-16,943 (-)

ABCF_Lsa_all-NCBIFAM Lsa family ABC-F type ribosomal protection protein (NF000167.2) (BHNFDJDM_00001)

234
Putative septation protein SpoVG (BHNFDJDM_00005)

6

IMGPR_plasmid_3300029057_000117: 987-20,334 (-)

PDC-M51A_WP_034873164.1 (HBAGPBFH_00001)

2
Ferredoxin (HBAGPBFH_00003)

456

Putative septation protein SpoVG (HBAGPBFH_00007)

8

IMGPR_plasmid_3300006746_000075: 27,833-48,426 (+)

36

Putative septation protein SpoVG (MDIACNHP_00037)

38 39 40
Adaptive-response sensory-kinase SasA (MDIACNHP_00041)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (MDIACNHP_00042)

mads_8 (MDIACNHP_00043)

IMGPR_plasmid_3300029721_000149: 1,245-24,014 (-)

1

GTP 3',8-cyclase (AIOBHJOI_00002)
GTP 3',8-cyclase (AIOBHJOI_00003)

4

IS630 family transposase ISSac1 (AIOBHJOI_00005)
GTP 3',8-cyclase (AIOBHJOI_00006)

78

Putative septation protein SpoVG (AIOBHJOI_00009)

10

IMGPR_plasmid_3300029741_000080: 29,908-47,707 (+)

darT (EBMCFGGG_00032)
darG (EBMCFGGG_00033) 39

Putative septation protein SpoVG (EBMCFGGG_00040)
41

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (EBMCFGGG_00042)

Adaptive-response sensory-kinase SasA (EBMCFGGG_00043)

IMGPR_plasmid_3300029505_000119: 291-17,375 (-)

Adaptive-response sensory-kinase SasA (NBMDJDKA_00001)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (NBMDJDKA_00002)

3
Putative septation protein SpoVG (NBMDJDKA_00004)

512

IMGPR_plasmid_3300029558_000160: 70-21,211 (-)

1
PqqA peptide cyclase (JKLEAHMN_00002)

3

Vitamin B12 import ATP-binding protein BtuD (JKLEAHMN_00004)
Adaptive-response sensory-kinase SasA (JKLEAHMN_00005)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (JKLEAHMN_00006)

7
Putative septation protein SpoVG (JKLEAHMN_00008)

9

IMGPR_plasmid_3300029028_000111: 11,166-22,184 (-)

Phosphoadenosine phosphosulfate reductase (MCOLBOAI_00012)13181920

IMGPR_plasmid_3300029007_000071: 6,060-16,999 (-)

4Phosphoadenosine phosphosulfate reductase (NCLLCOGK_00005)

IMGPR_plasmid_3300007210_000163: 23,595-38,179 (+)

24 29
RnlAB__RnlB (AINIMIPF_00030)

IS66 family transposase ISRgn2 (AINIMIPF_00031)

32 33

IMGPR_plasmid_3300029220_000131: 964-12,569 (-)

darG (CJKOAADE_00005)
darT (CJKOAADE_00006)

7

MTase_II_00048 Type (CJKOAADE_00012)

13

IMGPR_plasmid_3300029096_000171: 23,315-34,967 (+)

28
darT (CDGPEKBO_00029)

darG (CDGPEKBO_00030)

IMGPR_plasmid_3300023716_000099: 30,400-44,359 (+)

40 RT_III-AM_III-B_2 (GFCLMOLL_00041)

IMGPR_plasmid_3300029425_000270: 63-12,634 (-)

1

IMGPR_plasmid_3300029404_000219: 116-8,376 (-)

1

IMGPR_plasmid_3300008268_000177: 27,610-44,641 (+)

Polyketide biosynthesis malonyl CoA-acyl carrier protein transacylase PksC (JEPNFLNF_00035)
Transcriptional regulatory protein QseB (JEPNFLNF_00036)

37 38
39

40 41 42 43 44 45 46

9000 nt

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


