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vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (EBMCFGGG_00042)
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vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (JKLEAHMN_00006)
Vitamin B12 import ATP-binding protein BtuD (JKLEAHMN_00004)
Adaptive-response sénsory-kinase SasA (JKLEAHMN_00005)
Putative septation protein SpoVG (JKLEAHMN_0D008) PqqgA peptide cyclase (JKLEAHMN_00002)
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