Thiol:disulfide interchange protein TIpA (MKPMAAKN_00012)
Thiol:disulfide interchange protein DsbD (MKPMAAKN_00016)
Thiol:disulfide interchange protein CycY |PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (MKPMAAKN_00020)
Putative permease (MKPMAAKN_00017)
13 14 15 \ 18 19 Copper exporter (VF0849) (MKPMAAKN_00021)
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IMGPR_plasmid_3300006803_000149: 6,444-15,161 (+)

chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NF033781.1) (MIAJODDC_00017)
Putative permease (MIAJODDC_00011) 14 T 18
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IMGPR_plasmid_3300042212_000279: 3,007-12,279 (+)
Cation efflux system protein CusA (NGIHANDC_00004) 3 2 Copper-transporting P-type ATPase (NGIHANDC_00001)
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IMGPR _plasmid_3300022693_000064: 207-7,972 (-)
Copper-transporting P-type ATPase (GJOCLHOA_00001)
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IMGPR_plasmid_3300030329_000024: 20-4,121 (-)
Copper-transporting P-type ATPase (JFDJHFOJ_00017)
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IMGPR _plasmid_3300025305_000171:5,782-10,772 (+)
Copper-transporting P-type ATPase (FBGEODME_00015)
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IMGPR _plasmid_2788500506_000023: 4,386-8,310 (+)
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IMGPR_plasmid_3300009611_000012: 3,867-11,277 (+)
chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NF033781.1) (AGGADNOI_00015)
Cell division protein FtsP (AGGADNOI_00017)
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IMGPR_plasmid_3300038315_000041:4,078-14,388 (+)
chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NFO033781.1) (FMHEAKND_00005)
Cell division protein FtsP (FMHEAKND_00003)
4 2 1

X K FEleE T A H D

— —-—
IMGPR _plasmid_3300037962_000006: 670-11,658 (-)
chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NFO33781.1) (NIPBOKAI_00007)
Cell division protein FtsP (NIPBOKAI_00005)
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IMGPR_plasmid_3300030390_000006: 737-13,550 (-)

chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NF033781.1) (LFNHKFGI_00003)
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IMGPR _plasmid_3300030426_000013: 549-9,894 (-)

1S5 family transposase ISAral (EKAGIHKG_00021)
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IMGPR_plasmid_3300037330_000086: 10,012-16,736 (+)
} 5000 nt {
virulence (VFDB) AMR (AMRFinderPlus)




