PDC-S01_WP_076465573.1 (OIBDLHOO_00019)
Chromosome partition protein Smc (OIBDLHOO_00017)
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IMGPR _plasmid_3300053491 050915:7,144-20,263 (+)
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IMGPR _plasmid_3300053491 055316:9,717-21,097 (+); 1-1,367 (+)
1S200/1S605 family transposase 1SStin10 (KJCLIOLE_00012)
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IMGPR_plasmid_3300029407_000028: 3,753-16,469 (-)

Thiol-disulfide oxidoreductase ResA (MKBPEIBK_00011)
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IMGPR_plasmid_3300053491_052959:3,317-15,409 (+)

Thiol-disulfide oxidoreductase ResA (GLCABHJB_00020)
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IMGPR_plasmid_3300053491_051315: 1-2,386 (-); 10,414-19,380 (-
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IMGPR_plasmid_3300053491_052942:9,092-16,539 (+)
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IMGPR_plasmid_3300053491_055083: 13,963-28,365 (-)
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IMGPR_plasmid_3300053491_056569: 18,186-30,205 (+)
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IMGPR_plasmid_3300053491_056095: 13,000-25,109 (-)
17 1819 20 ISL3 family transposase ISAar34 (KAFDBLFK_00022)
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IMGPR plasmid_3300053491 060153: 7,043-21,389 (+)
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IMGPR_plasmid_3300053491 050559:13,295-26,014 (-)

Vitamin B12 import ATP-binding protein BtuD (FPFGEHGL_00013)
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IMGPR _plasmid_3300053491_054357:29,549-31,061 (+); 1-13,923 (+)
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IMGPR_plasmid_3300053491 053498: 13,963-28,199 (-)
Sporulation thiol-disulfide oxidoreductase A (KCDGCHFL_00023)
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IMGPR_plasmid_3300053491.062662:9,393-22,871 (-)
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IMGPR_plasmid_3300053491 049898:859-16,292 (-)
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IMGPR_plasmid_3300053491 048331:23,662-25,175 (+); 1-14,934 (+)
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IMGPR_plasmid_3300029079_000034: 1-11,894 (-); 20,552-24,457 (-)
14 12 DNA-invertase hin (FAEDIEFM_00008)
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IMGPR_plasmid_3300029743.000024: 5,674-20,319 (-)
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IMGPR_plasmid_3300053491_052071: 1-14,021 (-); 21,385-22,307 (-)
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IMGPR_plasmid_3300053491_047777:16,613-29,651 (-)
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IMGPR _plasmid_3300053491 051696:1-5,348 (-); 11,670-22,846 (-)

Type-I11-B_CnuA (NCLAJFIH_00027)
30 29 28 Chromosome partition protein Smc (NCLAJFIH_00026) 22 21 20
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IMGPR _plasmid_3300053491 058555:1-3,621 (-); 13,828-28,307 (-)
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IMGPR plasmid_3300053491 047190: 24,565-28,232 (+); 1-15.451 (+)
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IMGPR_plasmid_3300053491_049834: 1-3,132 (-); 14,095-30,201 (-)
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IMGPR_plasmid_3300053491_059928:80-16,552 (+)
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IMGPR _plasmid_3300053491 044613:1-16,502 (-); 29,097-30,567 (-)
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