cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CFEGJGAG_00018)
Spermidine/putrescine transport system permease protein PotB (CFEGJGA! 6 00010)
Inner membrane ABC transporter permease proteln YdcV (CFEGJGAG_00009)
Small-conductance mechanosensitive channel (CFEGJGAG_00004) ‘
Vitamin B12 import ATP-binding protein BtuD (CFEGJGAG_00012)
Glycine betaine/proline betaine transporter Bet$ CFEGJT G_00005) ‘
‘ Putrescine-binding perlplasmlc proteln SpuD (CFEGJGAG_ 00011)
1S3 family transposase ISRm1 ( CFEGJGAG,OOOO2)—F—|TH type transcriptional repressor ComR (CFEGJGAG_00019)
| 56 family transposase ISRH1 (CFEGJGAG_00015)
Michele_2A _hits_grouped (CFEGJGAG_00008)
1 3 | | 671 | | | | 13 1J 16 17 ‘ Alcohol dehydrogenase (CFEGJGAG_00020)

_— —
IMGPR_plasmid_3300045277_000018:499-20,291 (+)
Spermidine/putrescine transport system permease protein PotB (MIAMFECG_00012)
Inner membrane ABC transporter permeaﬁrotein YdcV (MIAMFECG_00011)
Small-conductance mechanosensitive channaTM I‘AMFECG,OOOOS)
Vitamin B12 imporf ATP—binding protein BtuD (MIAMFECG_00014)
Glycine betaine/proline betaine transporter BetS (MIAMFECG_00006)
‘ Putrescine-binding penplasmlc protein‘SpuD (MIAMFECG_00013)
153 family transposase ISRm1 (MIAMFECG_00003) |
Mlchele 2A _hits_grouped (MIAMFE G_00010) 1S6 family transposase ISRH1 (MIAMFECG_00017)
12 4 | | 78 9T | | | | 1514

- —
IMGPR _plasmid_3300045280_000007: 192-20,274 (+)
Spermidine/putrescine transport system permease protein PotB (POACLHBA _00011)
Inner membrane ABC transporter permease proteln YdcV (POACLHBA_00010)
Small-conductance mechanosensitive channeTOACLH BA_00005)
Vitamin B12 |mporf ATP- -binding protein BtuD (POACLHBA_00013)
Glycine betaine/proline betaine transporter BetS POACLHT)OOO(S
Putrescme binding perlplasmlc protein SpuD (POACLHBA_00012)
153 family transposase ISRm1 (POACLHBA_00003) |
‘ Is6 family transposase ISRH1 (POACLHBA_00016)
Michele_2A_hits_grouped (PFOACLHBA_00009)
12 4 || 78] | | | | 1415 21

L] —
IMGPR_plasmid_3300045201_000012: 34-20,318 (+)
Spermidine/putrescine transport system permease protein PotB (AACPMJIA_00008)
Inner membrane ABC transporgvrpermease protein YdcV (AACPMJIA_00007)
Small-conductance mechanosensitive channel (AACPMJIA_00001)
Vitamin B12 impoft ATP-binding protein BtuD (AACPMJIA_00010)
Glycine betaine/proline betaine t‘ransporte‘rﬁets (AACPMJIA_00002)
Putrescine-binding periplasmic protein SpuD (AACPMJIA_00009)
ichele_2A_hits_grouped (AACPMJIA_00006) 1S6 family transposase ISRH1 (AACPMJIA_00013)
| | sasT | | | | 111F

\MGPR,D\asmid,BSOOOﬂ??;S,OOOOZO: 9183-17,508 (+)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (GKBBIJHP_00003)
Spermidine/putrescine transport system permease protein PotB (GKBBIJHP_00020)
Inner membrane ABC transporter permeﬁ;protein YdcV (GKBBIJHP_00019)
Small-conductance mechanosensitive channel (GKBBIJHP?O'601‘4)
Glycine betaine/proline betaine transporter BetS (GKBBIJHP_00015)

Transcrlptlonal regulatory protein TdiR (GKBBIJHP_00006)

HTH- type transcrlptlonal regulator DmIR (GKBBIJHP_00002)

Adaptlve response sensory kinase SasA (GKBBIJHP_00008) Vitamin B12 |mportA P-binding protein BtuD (GKBBIJHP_00022)

Response regulator proteln odT (GKBBIJHP_00007) Putrescine-binding perlplasmlc protmuD (GKBBIJHP_00021)

‘ ‘ 1531 famlly transposase ISle(GKBBIJHP 00012) ‘
Oxalate decarboxylase bde(GKBBIJHP 00005) Mlchele 2A hits_grouped (GKBBIJHP_00018) 1S6 family transposase ISRH1 (GKBBIJHP_00025)
1] 4T [ ] | st011] 13 | | 16171 | | | | 2324
— —_— —

IMGPR_plasmid_330004580%_000008: 32-28,826 (+)

Pneumococcal iron acquisition (VF1067) (KKJBJFHL_00132)

ABC transporter (VFO741) (K?EJFHL_OOlSS) Ubiquinone biosynthesis O-methyltransferase, mitochondrial (KKJBJFHL_00100)
ABC transportE"TVFO741 KKJBJFHL _00134) 2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (KKJBJFHL_00108)

Ribonuclease VachKJBJ#HL 00138) Transposon Tn10 TetC protein (KKJBJFHL_00120) Tuberculostearic acid methyltransferase UfaA1 (KKJBJFHL_00103)

Ferripyoverdine receptor (KKJBJFHL_00131) Sigma L (VF0855) (KKJBJFHL_00106) |

Antitoxin VapB3! (KKJBJFHL_00139 125 Antitoxin ParD4 (KKJBJFHL 00117) Renalase (KKJBJFHL_00101)

GGT (VF0553) (KKJBJFHL_00136) 129 126 123 118 111 109 105

|137 | | 133 | 130 128127[] 124 122 121 |119]] 116 115 114 113 112]110] 104 | 102 9998 93

I —
IMGPR_plasmid_3300045827_000007: 80,487-124,353 (-)
Pneumococcal iron acquisition (VF1067) (DGMAHKAD_00126)

ABC transporter (VF0741) (DG WKAD_00129) Ubiquinone biosynthesis O-methyltransferase, mitochondrial (DGMAHKAD_00095)
ABC transporter (VF0741) (DGMAHKAD_00128) 2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (DGMAHKAD_00103)
Ribonuclease VapC32 (‘Da/IAHKAD,OOiLSl) Tuberculostearic;cﬁmethyltransferase UfaAl (DGM‘AHKAD,OOO98)
Antitoxin VapB32 (DGMAHKAD_00132) Transposon Tn10 TetC protein (DGMAHKAD_00115) Sigma L (VFO855) (DGMAHKAD_00101) |
\ Ferripyoverdine receptor (DGMAHKAD_00125) Antitoxin ParD4 (DGMAHKAD_00112) Renalase (DGMAHKAD_00096)
GGT (VF0553) (DGMAHKAD_00130) 123 120 118 113 106 104 100 93
133 | | | 127 | 124 122121 [119 117 116 |114]] 111 110 109 108 107]105| | 102 | [99 97 94192 91

I — -_— I
IMGPR _plasmid_3300045221_000016: 80,483-125,056 (-)
putative RNA polymerase sigma factor Fecl (ELGGPECA_00010)

Pneumococcal iron acquisition (VF1067) (ELGGPECK_OOOO7)

ABC transporter (VFO741) (ET‘CEPECA,OOOOM Ubiquinone biosynthesis O-methyltransferase, mitochondrial (ELGGPECA_00038)
ABC transpormF0741) (ELGGPECA_00005) 2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (ELGGPECA_00030)

Ribonuclease VapC32 (ELGGPECA_00002) Tuberculostearic acid methyltransferase UfaA1 (ELGGPECA_00035)

Antitoxin VapB32 (ELGGPECA'00001) Transposon Tn10 TetC protein (ELGGPECA_00018) Sigma L (VF0855) (ELGGPECA_00032)

Ferripyoverdine receptor (ELGGPECA_00008) Renalase (ELGGPECA_00037)
GT (VF0553) (ELGGPECA_00003) 13 Antitoxin ParD4 (ELGGPECA_00021) 27 29 3
[ I 9 1112 14 1516 17 | 19260 22 23 24 25 26 [28 | | 31 | [34 36 39 41
c

I -
IMGPR_plasmid_3300045211_000007: 374-44,240 (+)

Ubiquinone biosynthesis O-methyltransferase, mitochondrial (IKBNALGD_00101)
2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (IKBNALGD_00109)
Tuberculostearic acid methyltransferase UfaA1 (IKBNALGD_00104)

Transposon Tn10 TetC protein (IKBNALGD_00121) Sigma L (VFb855) (IKBNALED_00107)
126 Antitoxin ParD4 (IKBNALGD_00118)

115 112 110
120 117 116 115 114 113111

129 127 124
[ 1287|125 123 122

Renalase (IKBNALGD_00102)
106 ‘ 100 98

T99 [97

105 103

IMGPR_plasmid_3300045246_000015:80,365-113,240 (-)
t 10000 nt |
defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)




