Ubiquinone biosynthesis O-methyltransferase, mitochondrial (GMIPCHBM_00029)
2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (GMIPCHBM_00021)
Tuberculostearic acid methyltransferase UfaA1l (GMIPCHBM,OOOZé)

Sigma L (VF0855) (GMIPCHBM_00023) PDC-524_WP_051679903.1 (GMIPCHBM_00038)
Transposon Tn10 TetC protein (GMIPCHBM_00009) Renalase (GMIPCHBM_00028)
Antitoxin ParD4 (GMIPCHBM_00012) 18 20 31 34
1 2345 67 8 |1011 13 14 15 16 17 [19] 25 27 3032 33 353637 | 39
-_— _——

IMGPR_plasmid_3300045196_000009: 54-31,803 (+)
Ubiquinone biosynthesis O-methyltransferase, mitochondrial (KDKJIMJM_00095)
2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (KDKJIMJM_00103)
Tuberculostearic acid methyltransferase UfaA1l (KDKJIMJM_00098)
Transposon Tn10 TetC protein (KDKJIMJM_00116) £
Sigma L (VF0855) (KDKJIMJM_00101)

Antitoxin ParD4 (KDKJIMJM_00113) Renalase (KDKJIMJM_00096)

114 110 106 104 100 93
115]] 112 111109 108 107]105] | 102 | [99 97 94192
—
IMGPR_plasmid_3300045105_000019:81,787-107,337 (-)
putative RNA polymerase sigma factor Fecl (FKHJDMJL_00128)
Pneumococcal iron acquisition (VF1067) (FKHJDM]LOO:LSl)

ABC transporter (VFO741) (FKHJDMJL_00134)

ABC transporter (VF0741) (FKHJDMJL_00133) Ubiquinone biosynthesis O-methyltransferase, mitochondrial (FKHJDMJL_00100)
Ribonuclease VapC32 (FKHJDMJL 00136) 2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (FKHJDMJL_00108)
Antitoxin VapB32 (FKHJDMJL_00137) Transposon Tn10 TetC protein (FKHJDMJL_00120) Tuberculostearic acid methyltransferase UfaA1 (FKHJDMJL_00103)

Ferripyoverdine receptor (FKHJDMJL_00130) Sigma L (VF0855) (FKHJDMJL_00106)
GGT (VF0553) (FKHJDMJL_00135) 125 Antitoxin ParD4 (FKHJDMJL_00117) Renalase (FKHJDMJL_00101)
139 126 123 118 111 109 105 98 96
138 132 129 | 127|124 122 121 [119]] 116 115 114 113 112[110] 104 | 102 99197] 95
I —_— -_— L]
IMGPR_plasmid_3300045237_000011:81,782-125,362 (-)
putative RNA polymerase sigma factor Fecl (HEHHIFMC_00011)

Pneumococcal iron acquisition (VF1067) (HEHHIFME_OOOOB)
ABC transporter (VF0741) (HEI—TI—'m:MC_OOOO5) Ubiquinone biosynthesis O-methyltransferase, mitochondrial (HEHHIFMC_00039)
ABC transporter (VF0741) (HEHHIFMC_00006) 2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (HEHHIFMC_00031)
Ribonuclease VapCéZmﬁ—iHlFMC,OOOOS) Tuberculostearic acid methyltransferase UfaAl (HEHHIFMC,OOO36)
Antitoxin VapB32 (HEHHIFMC_00002) Transposon Tn10 TetC protein (HEHHIFMC_00019) Sigma L (VF0855) (HEHHIFMC_00033)

\ Ferripyoverdine receptor (HEHHIFMC_00009) Renalase (HEHHIFMC_00038)
GGT (VF0553) (HEHHIFMC_00004) 14 Antitoxin ParD4 (HEHHIFMC_00022) 28 30 41
1] [ 10 1213 15 1617 18 | 2024 23 24 25 26 27 [297] 35 37 40142 43
I B — K:l_D-‘ -_— —_—
IMGPR _plasmid_3300045818_000006: 237-43,512 (+)
putative RNA polymerase sigma factor Fecl (GAJJMCJF_00127)
Pneumococcal iron acquisition (VF1067) (GAJJMC]?_OOlSO)
ABC transporter (VF0741) (mMCJF,OOBS) Ubiquinone biosynthesis O-methyltransferase, mitochondrial (GAJJMCJF_00099)
ABC transporErT/F0741) (GAJIMCJF_00132) 2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (GAJJMCJF_00107)
Ribonuclease VapC32 (GAJJMCJF_00135) Transposon Tn10 TetC protein (GAJJMCJF_00119) Tuberculostearic acid methyltransferase UfaA1 (GAJJMCJF_00102)
Ferripyoverdine receptor (GAJJMCJF_00129) Sigma L (VF0855) (GAJJMCJF_00105) i

Antitoxin VapB32 (GAJJMCJF 00136) 124 Antitoxin ParD4 (GAJJMCJF_00116) Renalase (GAJJMCJF_00100)
GGT (VF0553) (GAJJMCJF_00134) 125 122 117 110 108 104 97
[ | | 131 | 128 | 126]]123 121 120 |118]] 115 114 113 112 111]109[ | 106 | 103 | 101 98196 95

I S —
IMGPR _plasmid_3300048938_000008:81,773-124,341 (-)
putative RNA polymerase sigma factor Fecl (JADEENJG_00010)
Pneumococcal iron acquisition (VF1067) (JADEENJG_00007)

ABC transporter (VFO741) (TA’SEENJG_OOOO4) Ubiquinone biosynthesis O-methyltransferase, mitochondrial (JADEENJG_00038)
ABC transporEWFO741) (JADEENJG_OOOOS) 2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (JADEENJG_OOBSO)
Ribonuclease VapC32 (JADEENJG_00002) Tuberculostearic acid methyltransferase UfaA1 (JADEENJG_00035)
Antitoxin VapB32 (JADEENJG _00001) Transposon Tn10 TetC protein (JADEENJG_00018) Sigma L (VFbSSS) (JADEENJG,OOOS’Z)
‘ Ferrlpyoverdlne receptor (JADEENJG_00008) Renalase (JADEENJG_00037)
GT (VF0553) (JADEENJG_00003) 13 Antitoxin ParD4 (JADEENJG_00021) 27 29
[ | | 6 | 9 1117 14 1516 17 | 1920 22 23 24 25 26 |28 | 31 | [34 36 39 41

N S —
IMGPR _plasmid_3300045832_000008: 374-42,942 (+)
Pneumococcal iron acquisition (VF1067) (FKLDFOPJ_00129)

ABC transporter (VF0741) (FKLDFO?,T_00132) Ubiquinone biosynthesis O-methyltransferase, mitochondrial (FKLDFOPJ_00097)
ABC transporterT\FO741) (FKLDFOPJ_OOlSl) 2-hydroxy-6-oxo-6-phenylhexa-2,4-dienoate hydrolase (FKLDFOPJ_00105)
Ribonuclease VapC32 (FKLDFOPJ 00134) | Transposon Tn10 TetC protein (FKLDFOPJ_00117) Tuberculostearic acid methyltransferase UfaA1 (FKLDFOPJ_00100)
Ferripyoverdine receptor (FKLDFOPJ_00128) Sigma L (VF0855) (FKLDFOPJ_00103)
Antitoxin VapB32 (FKLDFOPJ_00135) 122 Antitoxin ParD4 (FKLDFOPJ_00114) Renalase (FKLDFOPJ_00098)
GGT (VF0553) (FKLDFOPJ_00133) 126 123 120 115 108 106 102
138 137136 | | | ] 130 127 125124121 119 118 |116]] 113 112 111 110 109[107 | 101 | 99 96
-_— —

N S —
IMGPR _plasmid_3300045210_000007:81,763-127,277 (-)
Spermidine/putrescine transport system permease protein PotB (PMBGJEBD_00100)
Inner membrane ABC transporter permea?é?)rotein YdcV (PMBGJEBD_00101)
Small-conductance mechanosensitive channel (PMBGJEBD_OOlOé)
Vitamin B12 |mpor'ﬁ ATP- binding protein BtuD (PMBGJEBD_00098)
Glycine betaine/proline betaine transporter BetS PMB(?ED _00105)
‘ Putrescine-binding perlplasmlc protein SpuD (PMBGJEBD_00099)
1S3 family transposase |SRm1 PMBGJEBD_00108)
Mlchele 2A _hits_grouped ( PMBGJ D_00102)
‘ ‘ 103 ‘ ‘ ‘ 156 family transposase ISRH1 (PMBGJEBD_00095)
10 107 104 | 97 96]

_— —_—

IMGPR_plasmid_3300045826_000018:81,755-100,249 (-)

Spermidine/putrescine transport system permease protein PotB (GJGOBAAC_00010)

Inner membrane ABC transporter permease proteln YdcV (GJGOBAAC_00009)
Small-conductance mechanosensitive channel (GJGOBAAC,OOOO4)

Vitamin B12 |mport ATP blndmg protein BtuD (GJGOBAAC_00012)
Glycine betaine/proline betaine transporter BetS (GJGOBAAC 00005)
‘ Putrescine-binding perlplasmlc protein SpuD (GJGOBAAC_00011)
1S3 family transposase ISRm1 (GJGOBAAC 00002)
Michele' 2A _hits_grouped (GJGOBAAC_00008) 1S6 family transposase ISRH1 (GJGOBAAC_00015)

1 a QI 1 6 71 | | | | 1314

] —_—
IMGPR_plasmid_3300045207_000007: 515-19,009 (+)
Spermidine/putrescine transport system permease protein PotB (PCMLABAB_00100)
Inner membrane ABC transporter permea?e?rotein YdcV (PCMLABAB_00101)
Small-conductance mechanosensitive channel (PCMLABKEOOlOé)
Vitamin B12 imporf ATP-binding protein BtuD (PCMLABAB_00098)
Glycine betaine/proline betaine transporter BetS (PCMLABAB,OOlOT)
Putrescine-binding periplasmic protein'SpuD (PCMLABAB_00099)
1S3 family transposase ISRm1 ( CMLABAB_OOlOB)
Michele' 2A_hits_grouped (PCMLABAB_00102)
‘ 103 1S6 family transposase ISRH1 (PCMLABAB_00095)

109
104 T 97 96

112 111 110] 107 ‘

IMGPR_plasmid_3300045199_000015: 81.683*103,2?5 ()
k 10000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




