Transposon gamma-delta resolvase (NKMPFMMF_00027)
DNA topoisomerase 3 (NKMPFMMF_00021)
22 23 2425 26 29 30 313233 34 35 36 anti-RM (APIS176) (NKMPFMMF_00002)
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IMGPR_plasmid_3300053491_055559:22,221-32,297 (+); 1-2,529 (+)
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IMGPR_plasmid_3300007339_000006: 74-12,341 (-)
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IMGPR_plasmid_3300008415_.000004: 22,131-32,016 (+); 1-4,214 (+)
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IMGPR_plasmid_3300007531_000027:783-11,102 (+)
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IMGPR_plasmid_3300006742_000007: 22,542-32,757 (-)
Membrane-bound lytic murein transglycosylase F (FGAADIFP_00006)
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IMGPR_plasmid_3300053491_052407: 22,069-31,422 (+); 1-4,109 (+)
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IMGPR_plasmid_3300007931_000004: 1-7,507 (-); 23,986-31,334 (-)
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IMGPR_plasmid_3300053491_054893: 1-9,490 (-); 26,026-30,868 (-
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IMGPR_plasmid_3300053491_052083:22,145-31,553 (+); 1-4,189 (+)
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IMGPR _plasmid_3300053491_052082: 22,311-31,765 (+); 1-4,342 (+)
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IMGPR_plasmid_3300053491_052684: 1-10,704 (-); 28,670-32,505 (-)
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IMGPR_plasmid_3300008134_000008: 1-10,416 (-); 28,370-32,549 (-)
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IMGPR_plasmid_3300053491_051735: 1-10,359 (-); 28,325-32,740 (-)
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IMGPR_plasmid_3300053491_054616:22,414-32,534 (+); 1-4,457 (+)
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IMGPR_plasmid_3300053491_054373:21,720-31,821 (+); 1-5,184 (+)
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IMGPR_plasmid_3300053491.053231:22,151-31,119 (+); 1-4,197 (+)
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IMGPR_plasmid_3300053491_050920: 1-9,789 (-); 29,554-32,052 (-)
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IMGPR_plasmid_3300053491_054362: 23,400-31,871 (+); 1-5,401 (+)
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IMGPR_plasmid_3300007753_000005: 228-12,975 (-)
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IMGPR_plasmid_3300053491_050936: 1-9,639 (-); 27,606-31,833 (-)
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IMGPR_plasmid_3300022494_000013: 117-12,856 (+)
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IMGPR_plasmid_3300029534_000029: 1-6,322 (-); 23,675-31,301 (-)
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IMGPR_plasmid_3300008524_000020: 19,684-26,396 (+); 1-3,633 (+)

Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (EDJHODGO_00032)
AbiEi_WP_082871982.1 AbiEi (EDJHODGO_00033)
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IMGPR _plasmid_3300053491 060753:25,911-34,937 (+); 1-4,680 (+)
Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (NBLPKFKF_00031)
AbiEi WP_082871982.1 AbiEi (NBLPKFKF_00032)
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IMGPR_plasmid 3300053491 064827:25,007-34,317 (+); 1-4,334 (+)
29 30 33 34

. KHHEEHE -G /e —— (<

IMGPR_plasmid_3300008537_000014:26,921-33,112 (+); 1-4,491 (+)
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IMGPR_plasmid_3300008147_000017: 27,313-33,453 (+)
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IMGPR_plasmid_3300007783_.000009: 131-6,127 (-)
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IMGPR_plasmid_7000000707_000011:779-4,472 (-)

RM_Type_ll_Type_ll_MTases FAM 10(NDEPAHBA 00032)
REase_l_00022 Type (NDEPAHBA_00031)
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IMGPR_plasmid_3300008136_000013: 24,658-33,454 (+); 1-4,307 (+)

REase_I_00022 Type (ILNBMEFB_00034)
1 "RM_Type_II_Type_Il_MTases_FAM_10 (ILNBMEFB_00033)
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IMGPR_plasmid_7000000503_000004: 1-6,224 (-); 24,200-33,384 (-)
REase_l1_00022 Type (GEAMIIKF_00032) RM_Type_II_Type_Il_MTases_FAM_10 (GEAMIIKF_00033)

IMGPR_plasmid_3300053491_054145:25,100-33,180 (+); 1-4,276 (+)
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defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




