
IMGPR_plasmid_3300029396_000075: 34,340-42,550 (+)

32 33 34 35

retron_type_VI_hth_cluster2_1 (ACOEJHIG_00036)

37 38 39

putative HTH-type transcriptional regulator (ACOEJHIG_00040)

D-alanine aminotransferase (ACOEJHIG_00041)
Beta-peptidyl aminopeptidase BapA (ACOEJHIG_00042)

IMGPR_plasmid_3300029426_000147: 28,531-35,648 (+)

33 34
putative HTH-type transcriptional regulator (BEBJIJOP_00035)

D-alanine aminotransferase (BEBJIJOP_00036)

IMGPR_plasmid_3300029520_000180: 37,558-43,411 (+)

41 42 putative HTH-type transcriptional regulator (PNKHHFAJ_00043)

IMGPR_plasmid_3300029772_000163: 65-7,910 (-)

1

Aldo-keto reductase IolS (IDOPFOAL_00002)

34
Flavoredoxin (IDOPFOAL_00005)

6

IMGPR_plasmid_3300029634_000073: 34,333-45,062 (+)

38 39 40
Tyrosine recombinase XerC (JFBLPLAC_00041)

Tyrosine recombinase XerC (JFBLPLAC_00042)
Tyrosine recombinase XerC (JFBLPLAC_00043)

IMGPR_plasmid_3300029313_000089: 3-9,981 (-)

12

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (PAMMHIKE_00003)

Arsenical-resistance protein Acr3 (PAMMHIKE_00004)

5
Jallet_2C_hits_grouped (PAMMHIKE_00006)

Hca operon transcriptional activator HcaR (PAMMHIKE_00007)

89

IMGPR_plasmid_3300029352_000101: 34,341-43,480 (+)

38 39

Hca operon transcriptional activator HcaR (ALJOPLLI_00040)

Jallet_2C_hits_grouped (ALJOPLLI_00041)
42

Arsenical-resistance protein Acr3 (ALJOPLLI_00043)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (ALJOPLLI_00044)

45

IMGPR_plasmid_3300030456_000021: 29,518-35,812 (+)

34 35 Hca operon transcriptional activator HcaR (EDMPAEAN_00036)

IMGPR_plasmid_3300029413_000133: 36,450-44,140 (+)

36 37 41 42
Hca operon transcriptional activator HcaR (EHEHBKIH_00043)

Peptidyl-lysine N-acetyltransferase YiaC (EHEHBKIH_00044)

45

IMGPR_plasmid_3300029612_000163: 29,553-41,970 (+)

34

Hca operon transcriptional activator HcaR (LDEIEEOD_00035)

36

Phosphoserine phosphatase ThrH (LDEIEEOD_00037)
gcu233__gcu233 (LDEIEEOD_00038)

Glycerol-3-phosphate regulon repressor (LDEIEEOD_00039)

Putative phosphatase (LDEIEEOD_00040)
scyllo-inositol 2-dehydrogenase (NADP(+)) IolU (LDEIEEOD_00041)

IMGPR_plasmid_3300029574_000138: 30,494-41,580 (+)

30 31 35 36 37 38

L-arabinose transport system permease protein AraQ (DCHDIJHA_00039)
Trehalose-recycling ABC transporter (VF0842) (DCHDIJHA_00040)

Multiple sugar-binding protein (DCHDIJHA_00041)
HTH-type transcriptional activator RhaR (DCHDIJHA_00042)

IMGPR_plasmid_3300029761_000173: 28,563-40,391 (+)

34 35 36 37

L-arabinose transport system permease protein AraQ (HPHHLDAD_00038)
Trehalose-recycling ABC transporter (VF0842) (HPHHLDAD_00039)

Multiple sugar-binding protein (HPHHLDAD_00040)
HTH-type transcriptional activator RhaR (HPHHLDAD_00041)

IMGPR_plasmid_3300029712_000147: 14-7,664 (-)

458
MTase_II_00058 Type (DKHGBNII_00009)

10

IMGPR_plasmid_3300029700_000153: 26,655-34,300 (+)

29 30

IMGPR_plasmid_3300029664_000112: 1,315-14,878 (-)

6712

IMGPR_plasmid_3300029502_000126: 18,450-32,126 (+)

23 24 28

IMGPR_plasmid_3300029578_000199: 29,794-34,926 (+)

30
ABC transporter ATP-binding protein YtrB (LHMKEOIN_00034)

35

IMGPR_plasmid_3300014946_000063: 53-4,743 (-)

1

IMGPR_plasmid_3300029694_000132: 36,071-43,517 (+)

ABC transporter ATP-binding protein YtrB (ALFPIDNA_00040)

41 42
Adaptive-response sensory-kinase SasA (ALFPIDNA_00043)

Response regulator MprA (ALFPIDNA_00044)

IMGPR_plasmid_3300029177_000040: 123-10,090 (-)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (KLEGLLIB_00001)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (KLEGLLIB_00002)

34
mads_8 (KLEGLLIB_00005)

PDC-S28_WP_215557142.1 (KLEGLLIB_00009)

IMGPR_plasmid_3300029794_000245: 29,702-47,382 (+)

ABC transporter (VF0818) (BEOIEJBA_00034)
ABC transporter (VF0818) (BEOIEJBA_00035)

HTH-type transcriptional activator RhaR (BEOIEJBA_00036)
37 Leucine--tRNA ligase (BEOIEJBA_00038)39 40

IMGPR_plasmid_3300008404_000090: 29,349-46,677 (+)

32 33 34 35 36 37 38 39 40 41 42 43 44
DNA primase (OEMAMOCD_00045)

46 47 48

7000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


