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SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (HDPJGJDF_00010)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NF012173.1) (HDPJGJDF_00012)
Outer membrane lipoprotein Blc (HDPJGJDF_00011)
INucleoid occlusion protein (HDPJGJDF_00007)
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tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (GNLEEFEN_00016)
Tetracycline repressor protein class B from transppson Tn10 (GNLEEFEN_00015)
ransposon Tn10 TetD protein (GNLEEFEN_00018)
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Sodium/glutamate symporter (GNLEEFEN_00011) Aminoglycoside 3'-phosphotransferase (GNLEEFEN_00022)

1S6 family transposase 1S26 (GNLEEFEN_00021)
1S4 family transposase ISVsa5 (GNLEEFEN_00019)
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Sodium/glutamate symporter (DGPNPHJ N,OOO20)‘
Nucleoid occlusion protein (DGPNPHJN_00016) Transposon Tn10 TetC protein (DGPNPHJN_00026)
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tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (HPKCJFFO_00052)
Tetracycline repressor protein class B from transposon Tn10 (HPKCJFFO_00051)
1S4 family transposase ISVsa5 (HPKCJFFO_00044) ransposoh Tn10 TetD protein (HPKCJFFO_00054)
putative protein YqjZ (HPKCJFFO_00048)
Sodium/glutamate symporter (HPKCJFFO_00047) |
Nucleoid occlusion protein (H PKCJFFO_00043) Transposon Tn10 TetC protein (HPKCJFFO_00053)
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IMGPR plasmid_2541047729_000002: 5433-12,941 (-)
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anti-SOS response (AP1S180) (LFNHDDHD_00048)
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Antirestriction protein KlcA (HODFKAKJ_00003)
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Antirestriction protein KlcA (OCBIELJE_00041)
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IMGPR _plasmid_3300021311_000002: 25,260-35,416 (-)
Antirestriction protein KlcA (BKEBFFMI_00041)
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IMGPR_plasmid_3300022377_000002: 25,262-35,596 (-)

anti-RM (APIS037) (BPOPKLFE_00046)
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IMGPR _plasmid_2663763227_000001:25,852-35,781 (-)
15110 family transposase ISKpn42 (JNFCGJHN_00021)
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IMGPR_plasmid_2541047789_000002: 9,611-15,644 (-)
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IMGPR_plasmid_3300014356_000009:8,052-14,530 (-)
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