ANT_3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (1JHJIJIA_00021)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux S MR transporter Qack (NF000276.2) (IJHJIJIA_00020)
erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (IJHJIJIA,OOT&)‘?) ‘
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (IJHJIJIA_00022)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (IJHJIJIA_00019)

macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (IJHJIJIA_00012 ‘ Transposon Tn3 resolvase (IJHJIJIA_00026)
1S1 family transposase I1S1D (IJHJIJIA,OOOOé) putative chromate transport protein (IJH‘JIJIA,OOOl Beta-lactamase TEM (IJHJIJIA_00027)
1S1 family transposaglsm (IJHJ1JIA_00005) 1S6 family transposase 1S6100 (1JHJIJIA_00015) Antitoxin Peml (IJHJ1JIA_00030)
156 family trénsposase 1S26 (IJHJIJIA_00011) Transcriptional regulator (IJHJIJIA_OOOlé L' ‘ MazEF__MazF (IJﬁjIJIA_OOOZ?)
Multidrug efflux pump Tap (IJHJIJIA_OOOiS) yrosine recombinase XerC (IJHJIJIA_00023) Menshen__NsnA (IJHJIJIAFOOZS)
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IMGPR_plasmid_2844449076_000002: 1,749-25,076 (+)
ANT _3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (PPLJJEJH_00021)

SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (PPLJJEJH_00020)
trim_DfrA1_like-NCBIFAM trimethoprimﬁsistan‘t dihydrofolate reductase DfrA (NFO00330.1) (PPLJJEJH_00022)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (PPLJJEJH_00012) ‘
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (PPLJJEJH_00019)
putative chromate transport protein (PPLJJEJH_00017)
1S6 family transposase 1S6100 (PPLJJEJH_00015) L
Transcriptional regulator (PPLJJEJH,OOOl ) blaGIL-NCBIFAM GIL family class A beta-lactamase (NFO00505.2) (PPLJJEJH_00027)
Multidrug efflux pump Tap (PPLJJEJH_00013) yrosine recombinase XerC (PPLJJEJH_00023)
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IMGPR _plasmid_2859788636_000001: 1,749-25,076 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (CCMFCBDO_00021)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (CCMFCBDO_00020)
trim_DfrA1_like-NCBIFAM trimethoprim-rgstant Hihydrofolate reductase DfrA (NFO00330.1) (CCMFCBDO_00022)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (CCMFCBDO_00012)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (CCMFCBDO_00019)
putative chromate transport protein (CCMECBD‘0,000‘N)
1S6 family transposase 1S6100 (CCMFCBDO_00015) ‘
Transcriptional regulator (CCMFCBDO_00016)
Multidrug efflux pump Tap (CCMFCBDO_OOOB)T Tyrosine recombinase XerC (CCMFCBDO_00023)
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IS5 family transposase ISKpn26 (CCMFCBDO_00028)
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IMGPR_plasmid_2869953405_000001: 1,749-24,099 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO033127.1) (MGFLEDPP_00046)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (MGFLEDPP_00045)
trim_DfrA1_like-NCBIFAM trimethoprim-r‘eZistant‘dihydrofolate reductase DfrA (NFO00330.1) (MGFLEDPP_00047)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (MGFLEDPP_00037)
AAC_3_lI-NCBIFAM AAC(3)-Il family aminoglycoside N-acetyltransferase (NFO33080.0) (MGFLEDPP_00035) L
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate syhthase ull
1S3 family transposase ISKpn11 (MGFLEDPP_00033) putative chromate transport protein (MGF[EDP‘P_OOO42)
| 1S6 family transposase 156100 (MGFLEDPP_00040) l
Tunicamycin resistance protein (MGFLEDPP_00034)  Transcriptional regulator(MGFLEDPP,OOO 1)
| | Multidrug efflux pump Tap (MGFLEDPP_00038) T ‘
1S3 family transposase ISKpn11 (MGFLEDPP_00032) 39 |

(NiOOO294.1) (MGFLEDPP_00044)

Tn3 family transposase Tn3 (MGFLEDPP_00050)
43 Tyrosine recombinase XerC (MGFLEBPP_OOO48)
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IMGPR _plasmid_2877577012_000001: 26,474-43,918 (+)

16S_rRNA_Rmt_B-NCBIFAM RmtB family 16S rRNA (guanine(1405)-N(7))-methyltransferase (NF033209.1) (CBNDNPHN_00048)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (CBNDNPHN_00041)
Is6 family transposase 1S6100 (CBNDNPHN_00044)
Transpbson Tn3resolvase (CBNBNPHN_OOO46)
60 kDa chaperonin (CBNDNPHN_00050) Multidrug efflux pump Tap (CBNDNPHN_00042)
‘Beta-lactamase TEM (CBNDNPHN_00047) ‘
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IMGPR_plasmid_2861069343_000002: 33,084-46,466 (-)
Tn3 family transposase TnAs3 (LNODLCHB_00021)
DNA-invertase hin (LNODLCHB_00020) 22 |51 family transposase IS1R (LNODLCHB_00023)

IMGPR _plasmid_2874962485_000001: 10,171-21,447 (+) -
erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (HGPNEJPC_00009)
1S4 family transposase ISVsa5 (HGPNEJPC_00015)
PDC-536_WP_084151199.1 (HGPNEJPC_00019) 60 kDa chaperonin (HGPNEJPC_00012)
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IMGPR_plasmid_2939142107_000002: 1,799-15,940 (-)

erm_B_235_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (OJGPFDMF_00042)
60 kDa chaperonin (OJGPFDMF_00045)
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IMGPR _plasmid_2847556114_000001: 33,986-42,236 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (CDHDNGDN_00074)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (CDHDNGDN_00075)
trim_DfrA12-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA12 (NFO00053.2) (CDHDNGDN_00073)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (CDHDNGDN_00076)
blaNDM-NCBIFAM NDM family subclass B1 metallo-beta-lactamase (NFO00259.2) (CDHDNGDN_00081)

Plasmid segregation protein ParM ‘ble_MBL-NCBIFAM bleomycin binding protein Ble-MBL (NF012202.0) (CDHDNGDN_00080)
Protein StbB (CDHDNGDN_00064) Tn3 family transposase TnAs1 (CDHDNGDN_00070 N-(5'-phosphoribosyl)anthranilate isomerase (CDHDNGDN_00079)
Gao_Ppl__PplA (CDHDNGDN_00067) ‘ Thiol:disulfide interchange protein DsbD (CDHDNGDN_OOO78)
65 66 68 69  Tyrosine recombinase XerD (CDHDNGDN_00072) 77 [

IMGPR_plasmid_2851966386_000002: 52,098-74,116 (+)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bcc-type (NFO00320.3) (AFIJMBBN_00015)
Plasmid segregation protein ParM (AFIJMBBN_00024)
Transposon Tn3 resolvase (AFIJMBBN_00019)
Vitamin B12 transporter BtuB (AFIJMBBN_00017)
1S5 family transposase 1S903 (AFIJMBBN_00016)
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IMGPR_plasmid_2718217913_.000001: 6,097-18,607 (-)

AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (IAFHNPBH_00012)
chloram_CatB-NCBIFKWype B chloramphenicol O-acetyltransferase (NFO00490.1) (IAFHNPBH_00014)
bIaOXK—'T_Iike-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (IAFHNPBH_00013)

tet,MFS,G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192.0) (IAFHNPBH_00008)

Tétracyclihe repressor protein class A from transposon 1721 (IAFHNPBH_00009)

Tn3 family transposase TnAs1 (IAFHNPBH_00006)
‘ Serine recombinase PinR (IAFHNPBH_00005)
n3 family transposase TnAs1 (IAFHNPBH_00010) 7 \ Tn3 family transposase (IAFHNPBH_00004)
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IMGPR _plasmid_2718218493 000001: 929-15,773 ()
; 9000 nt |
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




