14 15 16 17 18 19 20 21

IMGPR _plasmid_3300029742_000113: 10,056-15,425 (+)

5 10 11 13 14

IMGPR_plasmid_3300029707_000109:2,838-9,481 (+)
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IMGPR_plasmid_3300029795_000108: 9,226-14,051 (+)
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IMGPR_plasmid_3300007210_000041:207-4,435 (-)
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IMGPR_plasmid_3300029755_.000168: 14-5,594 (-)
23 24

IMGPR_plasmid_3300029436_000110: 13,017-18,239 (+)
25 26 27 28

IMGPR_plasmid_3300029391_000180: 14,587-21,009 (+)

4 3 2 1
IMGPR_plasmid_3300008268_000073: 105-6,419 (-)
14 15 16

IMGPR_plasmid_3300029030_000077: 5,583-10,958 (+)
19 20 21 DrmD_00013 DrmD (LCDCDFBN_00022)

IMGPR _plasmid_3300029786_000123: 10,102-16,368 (+)
tet_MFS_40-NCBIFAM tetracycline efflux MFS transporter Tet(40) (NFO00049.1) (COOJCNAL_00032)
22 23 24 25 26 27 28 29 30 31
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IMGPR_plasmid_2936940387_000006: 12,581-25,982 (+)
13 14 15 putative dual-specificity RNA methyltransferase RImN (POJGGPHK_00016)

IMGPR plasmid_3300029878_000219:4,894-10,931 (+)
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IMGPR_plasmid_3300008737_000040: 6,180-11,999 (+)
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IMGPR_plasmid_3300029133_000125: 5,650-11,205 (+)
&l 32
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IMGPR_plasmid_3300014952_000033: 18,128-24,511 (+)
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IMGPR _plasmid_3300029497_000106:5,595-11,321 (+)
O-acetyl-ADP-ribose deacetylase (LCIBCPOJ_00002)
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IMGPR_plasmid_3300029432_000095: 192-7,982 (-)

O-acetyl-ADP-ribose deacetylase (OLHHLIKO_00015)
13 14 16

IMGPR _plasmid_3300029419_000109: 5,063-12,853 (+)
14 15 O-acetyl-ADP-ribose deacetylase (AFOBIBIA_00016)

IMGPR _plasmid_3300029412_000123: 6,420-13,448 (+)
3 2 O-acetyl-ADP-ribose deacetylase (EPGMPCEM_00001)

IMGPR_plasmid_3300029373_000081: 231-7,259 (-)

O-acetyl-ADP-ribose deacetylase (DPLHAGNN_00009)
11 10 8 7 6 5

IMGPR _plasmid_3300029757_000051: 3,173-14,143 (-)
DarTG__DarG (EFMBIDHO_00026)
24 25 27

IMGPR_plasmid_3300029354_000132: 13,773-20,840 (+)
DarTG__DarG (NOLJHHBK_00002)
1
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IMGPR _plasmid_3300029404_000061: 180-6,659 (-)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (BHEAMMMH_00003)
DarTG_ DarG (BHEAMMMH_00006)
8 7 5 4 2 1
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IMGPR_plasmid_3300029346_000170: 24-11,971 (-)
2 1

IMGPR_plasmid_3300029430_000205: 67-4,568 (-)
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IMGPR_plasmid_3300029861_000081: 28-4,161 (-)
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IMGPR_plasmid_3300029729_000059: 46-4,386 (-)
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IMGPR _plasmid_3300029581_000071:5,731-10,758 (+)
9 8

IMGPR_plasmid_3300029220_000092: 4,387-9,718 (-)
SpaH-type pili (VF0727) (MPAMDCMO_00014) HTH-type transcriptional repressor NsrR (MPAMDCMO_00017)
13 RIrAislet (VF0529) (MPAMDCMO_00015) 16 Purine catabolism regulatory protein (MPAMDCMO_00018)
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IMGPR_plasmid_3300030030_000206:4,898-23,635 (+)
I 7000 nt |
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




