Nucleoid occlusion protein (FPNKIAOI_00050)

Tyrosine recombinase XerC (FPNKIAOI_00047)
48  DS-15_DS-15A (FPNKIAOI_00049) 51

52 53

O —— O - DET

—
IMGPR_plasmid_3300045232_000021: 37,882-46,619 (+)

ED{ED——E O

all

I
IMGPR_plasmid_3300044928_000008: 31-9,053 (-)
6 1

e ——F T —(

I
IMGPR_plasmid_3300045204_000006: 185-7,319 (-)
33

DD —E O fD—(

—
IMGPR_plasmid_3300045206_000015: 20,787-27,921 (+)
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Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (LBPEBDGG_00002)
L-arabinose transport system permease protein AraQ (LBPEBDGG_00006)
Oligosaccharides import ATP-binding protein MsmX (LBPEBDGG_00004)
Trehalose-recycling ABC transporter (VFOB42) (LBPEBDGG_00067)

N-acetylglucosamine repressor (LBPEBDGG_00009) ‘ 2-dehyd ro-3-de0x§/g|uconokinase (LBPEBDGG_00003)
Argininosuccinate lyase (LBPEBDGG,OOOOg)

12 10 SP41(VF0694) (LBPEBDGG_00008) | | | 1

11
0 HE O o —da

IMGPR_plasmid_3300045179_000010: 634-22,124 (-)

36

L-arabinose transport system permease protein AraQ (BNDMMJLH_00043)
Oligosaccharides import ATP-binding protein MsmX (BNDMMJLH_00045)
Trehalose-recycling ABC transporter (VF0842) (BNDMMJLH_00042)
N-acetylglucosamine repressor (BNDMMJLH_OOO46)
Arg?ninosuccinate lyase (BNDMMJLH_00044)

37 39 SP41 (VF0694) (BNDMMJLH_‘OOO41) \ 2-dehydfo-3-de0xyg|uconokinase (BNDMMJLH_00046)

EO{D—— O

N
IMGPR_plasmid_3300045174_000007:21,019-40,518 (+)

36

38
— D« H {1

L-arabinose transport system permease protein AraQ (BMPBINMC_00043)
Oligosaccharides import ATP-binding protein MsmX (BMPBINMC_00045)
Trehalose-recycling ABC transporter (VFOB42) (BMPBINMC_00042)
N-acetylglucosamine repressor (BMPBI NMC_00040)
Aréininosuccinate lyase (BMPBINMC_00044)

37 39 SP41(VF0694) (BMPBINMC_00041) | | 46

EO{D—— 1

%LXHH))))—G

—
IMGPR_plasmid_3300045810_000006: 21,025-40,278 (+)
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Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (DELFIELE_00005)
L-arabinose transport system permease protein AraQ (DELFIELE_00009)
Oligosaccharides import ATP-binding protein MsmX (DELFIELE_00007)
Trehalose-recycling ABC transporter (VF0842) (DELFIELE_00010)
N-acetylglucosamine repressor (DELFIELE_00012) ‘ 2-dehyd ro»S-deo*yquconokinase (DELFIELE_00006)
Argininosuccinate lyase (DELFIELE_00008)

15 13 SP41 (VF0694) (DELFIELE_00011) | \ \ 4 32 1

EO{D—— o

K H O o o o o o

—
IMGPR_plasmid_3300045103_000005: 133-23,254 (-)

10

L-arabinose transport system permease protein AraQ (JCPAEMDN_00003)
Trehalose-recycling ABC transporter (VF0542) (JCPAEMDN_00004)
N-acetylglucosamine repressor (JCPAEMDN_00006)
Argininosuccinate lyase (JCPAEMDN_00002)
9 8 7 SP41 (VF0694) (JCPAEMDN_00005) | 1

EO{D—— O

— o e N P |

I
IMGPR _plasmid_3300045811_000014:252-18,456 (-)

L-arabinose transport system permease protein AraQ (ALICNHGA_00002)
Trehalose-recycling ABC transporter (VF0842) (ALICNHGA_00003)
N-acetylglucosamine repressor (ALICNHGA_00005,

EO{D———L O

—
IMGPR_plasmid_3300049808_000015: 54-17,290 (-)

9 8 7/ 6 SP41 (VF0694) (ALICNHGA_00004) 1
X 0
N-acetylglucosamine repressor (IOOAIAGK_00002)
6 5 8] 1

EOD——— A

— W

—
IMGPR _plasmid_3300045220_000011: 107-13,735 (-)
} 9000 nt

defence (DefenseFinder) virulence (VFDB)




