
IMGPR_plasmid_3300053491_043266: 28,963-35,008 (+); 1-6,254 (+)

1 2

AbiEii_WP_096461967.1 AbiEii (GALKLKEP_00003)
AbiEi_WP_101304315.1 AbiEi (GALKLKEP_00004)

DNA-invertase hin (GALKLKEP_00005)
638 39 40 4142

43
44 45 46

IMGPR_plasmid_3300053491_039527: 19,737-31,993 (-)

31323336

IMGPR_plasmid_3300029135_000014: 2,971-13,276 (+)

14

IMGPR_plasmid_3300053491_039526: 19,737-32,940 (-)

31323334

IMGPR_plasmid_3300053491_046488: 1-6,179 (-); 28,436-32,676 (-)

1235 39

IMGPR_plasmid_3300053491_042034: 2,927-15,888 (+)

13 14 15 16 17

IMGPR_plasmid_3300053491_027712: 1-4,862 (-); 26,043-33,504 (-)

4243444546

IMGPR_plasmid_3300053491_023118: 29,104-33,957 (+); 1-7,455 (+)

1 2 3 4 5

IMGPR_plasmid_3300053491_021510: 26,625-33,984 (+); 1-4,974 (+)

42 43 44 45 46

IMGPR_plasmid_3300053491_019938: 1-7,350 (-); 29,001-33,974 (-)

12345

IMGPR_plasmid_3300053491_034673: 27,400-34,650 (+); 1-4,975 (+)

42 44 45 46 47 48

IMGPR_plasmid_2915859413_000004: 4,893-18,941 (+)

14
erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (JHJLLDJG_00016)

17 18 19 20 21

IMGPR_plasmid_3300028993_000015: 1-8,713 (-); 30,161-34,083 (-)

123456 42

IMGPR_plasmid_3300053491_027713: 25,337-32,689 (+); 1-3,889 (+)

41 42 43 44 45

IMGPR_plasmid_3300030365_000007: 1-6,578 (-); 28,026-32,754 (-)

123

IMGPR_plasmid_3300053491_021515: 6,766-20,644 (-)

121415161718192021

IMGPR_plasmid_3300053491_023098: 20,321-32,735 (-)

3334353637

IMGPR_plasmid_3300053491_025988: 30,605-35,458 (+); 1-7,558 (+)

1 2 3 4 5

IMGPR_plasmid_3300053491_024967: 5,615-18,040 (+)

17 18 19 20 21

IMGPR_plasmid_3300029022_000005: 18,548-30,974 (+)

33 34 35 36 37

IMGPR_plasmid_3300053491_033696: 1-7,350 (-); 23,528-28,603 (-)

12345

IMGPR_plasmid_3300053491_024044: 29,034-34,670 (+); 1-6,457 (+)

1 246 47 48

IMGPR_plasmid_3300053491_024035: 20,352-31,433 (-)

333435

IMGPR_plasmid_3300053491_024055: 29,321-34,197 (+); 1-6,680 (+)

1 2 3

IMGPR_plasmid_3300053491_024960: 27,976-34,133 (+); 1-5,399 (+)

44 45 46

IMGPR_plasmid_3300053491_019925: 1-7,844 (-); 30,314-37,689 (-)

tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (MLKOGDAP_00001)
erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (MLKOGDAP_00002)

46474849

IMGPR_plasmid_2791355231_000001: 936-16,150 (-)

7891011
tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (DMKOLEJE_00012)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (DMKOLEJE_00013)

IMGPR_plasmid_3300053491_037343: 30,167-38,999 (+); 1-7,539 (+)

1 2 3 4 548
IS30 family transposase IS4351 (OIMOGLOG_00049)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (OIMOGLOG_00050)
tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (OIMOGLOG_00051)

IMGPR_plasmid_3300053491_025958: 34,224-39,000 (+); 1-11,596 (+)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (JPJEONBC_00001)
tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (JPJEONBC_00002)

IS30 family transposase IS4351 (JPJEONBC_00003)
4 5 6 7 8

IMGPR_plasmid_3300029876_000015: 1-12,202 (-); 34,094-37,940 (-)

34567
tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (JIODHNJM_00008)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (JIODHNJM_00009)

IMGPR_plasmid_3300053491_023081: 30,167-37,846 (+); 1-7,539 (+)

1 2 3 4 5

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (KPOOGLKJ_00048)
tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (KPOOGLKJ_00049)

IMGPR_plasmid_3300053491_024927: 29,505-34,376 (+); 1-7,567 (+)

1 2 3 4 5

IMGPR_plasmid_3300053491_032726: 1-4,763 (-); 28,584-38,709 (-)

4647
DrmD_00013 DrmD (BMEHEPBB_00048)

495051

IMGPR_plasmid_3300053491_025973: 28,127-35,367 (+); 1-5,077 (+)

45 46 47 48 49

IMGPR_plasmid_3300053491_027725: 2,488-17,523 (+)

12 13 14 15 16 17 18 19
IS66 family transposase ISBvu3 (PEBGJAII_00020)

21

IMGPR_plasmid_3300053491_024052: 30,139-34,992 (+); 1-8,298 (+)

1 2 3 4 5 6

IMGPR_plasmid_3300029848_000007: 1-7,127 (-); 29,443-34,705 (-)

123

IMGPR_plasmid_3300053491_030751: 29,426-34,202 (+); 1-6,798 (+)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (KFFPPNCL_00001)
Flavin-dependent monooxygenase (KFFPPNCL_00002)

IMGPR_plasmid_3300053491_033654: 1-4,765 (-); 28,915-34,721 (-)

4546

IMGPR_plasmid_3300053491_039523: 1-4,679 (-); 27,767-33,330 (-)

45

IMGPR_plasmid_2923973727_000004: 1-4,782 (-); 37,926-43,389 (-)

1

IMGPR_plasmid_3300053491_024965: 19,584-29,871 (-)

3233

IMGPR_plasmid_3300053491_030756: 28,398-33,260 (+); 1-6,557 (+)

Kynurenine 3-monooxygenase (PLFLIBGG_00001)
erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (PLFLIBGG_00002)

3

IMGPR_plasmid_3300053491_024962: 1-5,228 (-); 26,627-31,165 (-)

27

IMGPR_plasmid_3300029760_000018: 357-8,949 (-)

tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (EIMEKDBI_00001)
tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (EIMEKDBI_00002)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (EIMEKDBI_00003)

IMGPR_plasmid_3300029401_000016: 27,831-36,691 (+)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (HLBCIJCJ_00043)
tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (HLBCIJCJ_00044)

IS30 family transposase IS4351 (HLBCIJCJ_00045)

IMGPR_plasmid_3300029766_000012: 114-8,578 (-)

ANT_6_aadS-NCBIFAM AadS family aminoglycoside 6-adenylyltransferase (NF033387.1) (FHDJKIFJ_00001)
tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (FHDJKIFJ_00002)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (FHDJKIFJ_00003)

IMGPR_plasmid_3300029422_000013: 31,584-40,048 (+)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (JGKKMKHN_00049)

tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (JGKKMKHN_00050)
ANT_6_aadS-NCBIFAM AadS family aminoglycoside 6-adenylyltransferase (NF033387.1) (JGKKMKHN_00051)

IMGPR_plasmid_3300029336_000015: 177-6,082 (-)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (GNPKKNHB_00001)

IMGPR_plasmid_3300029398_000008: 28,071-37,851 (+)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (GLKPGPLG_00044)
tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (GLKPGPLG_00045)

IS30 family transposase IS4351 (GLKPGPLG_00046)
47 48

IMGPR_plasmid_3300029633_000017: 30,646-38,330 (+)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (JMPLBFJF_00048)
Tyrosine recombinase XerD (JMPLBFJF_00049)

50

IMGPR_plasmid_3300029377_000016: 151-5,984 (-)

123

IMGPR_plasmid_3300029379_000017: 21-5,495 (-)

12

IMGPR_plasmid_3300008096_000011: 30,053-35,035 (+)

48

IMGPR_plasmid_3300029441_000018: 312-5,284 (-)

1

IMGPR_plasmid_3300029796_000034: 31,970-42,335 (+)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (EHIKHBOH_00049)

bla_class_D_main-NCBIFAM class D beta-lactamase (NF012161.0) (EHIKHBOH_00050)
ANT_6_aadS-NCBIFAM AadS family aminoglycoside 6-adenylyltransferase (NF033387.1) (EHIKHBOH_00051)

Tyrosine recombinase XerD (EHIKHBOH_00052)
53 54

IMGPR_plasmid_3300029380_000023: 40-16,747 (-)

Galactofuranosyltransferase GlfT1 (NGAPDGCP_00001)2
General stress protein A (NGAPDGCP_00003)

456

tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (NGAPDGCP_00007)
tet_monoox_X-NCBIFAM tetracycline-inactivating monooxygenase Tet(X) (NF033111.2) (NGAPDGCP_00008)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (NGAPDGCP_00009)

IMGPR_plasmid_3300014525_000005: 28,091-38,242 (+)

44 45 46 47 48 49
PDC-S01_WP_163212389.1 (KDBMFCMI_00050)

51

IMGPR_plasmid_3300008599_000008: 136-5,971 (-)

123

IMGPR_plasmid_3300029841_000045: 27,813-37,573 (+)

43
IS1595 family transposase ISSpo3 (PCCBALEB_00044)

45 46 47 48 49 50

IMGPR_plasmid_3300053491_019943: 70-14,977 (-)

1234567891011121314

IMGPR_plasmid_3300028985_000016: 19,757-32,970 (+)

34 35 36 3738 39 40 41 42 43 44 45

IMGPR_plasmid_3300029052_000003: 261-13,539 (-)

12345678910111213

IMGPR_plasmid_3300053491_024042: 1-4,764 (-); 28,585-43,296 (-)

4647484950515253545556575859

7000 nt

defence (PADLOC) AMR (AMRFinderPlus)


