UDP-3-0-(3-hydroxymyristoyl)glucosamine N-acyltransferase (PJIFIGFH_00199)

Fe(3+) dicitrate transport protein FecA (PJIFIGFH_00197) HTH-type transcriptional activator RhaS (PJIFIGFH_00201)
Quinoprotein glucose dehydrogenase (PJIFIGFH_00198) MichelejA,hitsgrouped (PJIFIGFH_00202)
191 192 193 194 195 196 [ 200 | 203 204 205

e 1 ) XET—— -
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2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (BCJALIBJ_00272) 271
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IMGPR_plasmid_3300048919_000184:299,687-315,615 (-)
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IMGPR_plasmid_3300002772_000005: 58,207-74,135 (+)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (BCNEKHPJ_00066)
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2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (JFCFBBPE_00284)
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IMGPR_plasmid_3300002737_000035: 315,487-331,415 (-)

Phosphoglycolate phosphatase, chromosomal (GPCOJEKJ_00065)
Hca operon transcriptional activator HcaR (GPCOJ EKJ_OOOéS)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (GPCOJEKJ_00057) 58 64 ‘ 66
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IMGPR_plasmid_2582581297_000004: 53,241-68,983 (+)

HTH-type transcriptional activator RhaS (MAAPDDHL_00080)
Lactaldehyde dehydrogenase (MAAPDDHL_00079) 75 UDP-3-0-(3-hydroxymyristoyl)glucosamine N-acyltransferase (MAAPDDHL_00072)
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IMGPR_plasmid_2818991314_000002: 76,143-89,247 (-)
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