
IMGPR_plasmid_2744054662_000003: 19,916-30,349 (+)

21 22 23 24 25 26 27 28 29 30 31 32 33 34

IMGPR_plasmid_3300006023_000052: 20,668-31,101 (-)

3031

IMGPR_plasmid_3300017698_000045: 21,399-30,848 (-)

3132

IMGPR_plasmid_3300013713_000001: 18,736-32,836 (-)

2930
GajB_00015 UrvD (GMLBAKDH_00031)

GajA_00010 AAA (GMLBAKDH_00032)

IMGPR_plasmid_2630968562_000005: 36,066-49,941 (+)

43 44 45 46

IMGPR_plasmid_2734482520_000007: 39,786-48,645 (+)

43 44

IMGPR_plasmid_3300011382_000014: 41,272-49,846 (+)

46

IMGPR_plasmid_3300013856_000021: 60,241-72,251 (-)

6566
HEase_00017 homing (NEDHCDBL_00068)

69

IMGPR_plasmid_2814123437_000005: 22,507-38,037 (-)

29
GajB_00015 UrvD (BGLMGHMG_00033)

31

IS21 family transposase ISPpu7 (BGLMGHMG_00035)
DrmD_00013 DrmD (BGLMGHMG_00036)

GajA_00010 AAA (BGLMGHMG_00037)

IMGPR_plasmid_3300003176_000006: 35,660-47,002 (+)

41 42 43 44 47 50

IMGPR_plasmid_3300005046_000086: 27,249-38,066 (+)

36 37 38 41

IMGPR_plasmid_3300038724_000003: 27,444-43,526 (+)

38

Chloride/fluoride channel protein (JFDOGPNJ_00039)

40

Putative fluoride ion transporter CrcB (JFDOGPNJ_00041)

42 43
Streptococcal enolase (VF1060) (JFDOGPNJ_00044)

Phosphoserine phosphatase 1 (JFDOGPNJ_00045)

46 47

IMGPR_plasmid_2551306414_000002: 20,232-37,330 (-)

25313233
GajB_00015 UrvD (IGGGLEBL_00034)

GajA_00010 AAA (IGGGLEBL_00035)3841

6000 nt

defence (PADLOC) virulence (VFDB)


