Protein UmuD (AHOIAFGN_00040)
Protein UmuC (AHOIAFGN_00039)
36 37 38 \ 41 42 43 44

IMGPR_plasmid_2713897295_000002: 34,200-41,831 (+)
4 3 2 1

IMGPR_plasmid_2634166407_000006: 209-7,840 (-)
41 42 43 44 45

IMGPR_plasmid_2724678949_000002: 33,552-41,887 (+)

©
o

87 88 89 90

IMGPR_plasmid_2675903324_000004: 71,848-81,389 (+)
40 41 42

IMGPR plasmid_2778261697_000008: 33,334-38,804 (+)
chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NFO00491.1) (BGKDMACD_00007)
1S1 family transposase I1S1D (BGRDMACD_OOOOB)
12 11 10 9 T ‘ 6 5 4 3 2 1S6 family transposase 1S26 (BGKDMACD_00001)

IMGPR _plasmid_2703718779_000004: 65-13,999 (-)
chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NFO00491.1) (FACNDPBN_00116)
118
112 113 114 115 117 119 120 121

;#

IMGPR_plasmid_2671180505_000003: 96,587-109,382 (+)
ISL3 family transposase ISKox3 (JLFPKMIA_00117)
121 Chromosome partition protein Smc (JLFPKMIA_00129)
118 120 MTase_|1_00147 Type (JLFPKMIA_00125) Transcriptional repressor RenR (JLFPKMIA_00131)
111 112 113 114 115 116 T1197]122 123 124 126 127 128 | 130 132

%
|

IMGPR_plasmid_2914855474_000001: 95,462-115,483 (+)
13 12 11 0 9 8 7 6 5 4 5] 2 1

IMGPR_plasmid_2588253821_000008: 298-12,541 (-)
1S1 family transposase IS1D (OFLMCDJE_00047)

IMGPR_plasmid_2834043822_000007: 41,183-45,516 (+)
42

IMGPR_plasmid_2563366757_000001: 35,153-39,687 (+)
54 55 56 57 58

IMGPR_plasmid_2571042555_000003: 41,687-51,942 (+)
6 5 4 & 2 1

IMGPR_plasmid_2751185923_000003: 55-10,695 (-)
7 ) 5 4 3 21

IMGPR_plasmid_2703718695_000009: 85-10,974 (-)
49 50 51 52 53 5455 56

IMGPR_plasmid_3300011784_000007: 38,525-49,843 (+)
8 7 6 54 3 2 1

IMGPR_plasmid_2778261535_000002: 119-10,759 ()
118
115 116 117 7119 120 121 122

IMGPR_plasmid_3300029522_000005: 98,466-109,106 (+)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bee-type (NFO00320.3) (FONEKNOA_00012)
151182 family transposase ISKpné (FONEKNOA_00013)
1S1 family transposase IS1R (FONEKNOA_00020) DrmD_0b013 DrmD (FONEKNOA _00010) Tyrosine recombinase XerC (FONEKNOA_00002)
21 19 18 17 1615 14 | 11 9 8 7 6 5 4 3 1

#
+
|

IMGPR_plasmid_2671180845_000001: 186-20,653 (-)
Thiol:disulfide interchange protein DsbC (OEBFKJBE_00012)
Protein UmuC (OEBFKJBE_00007)
11 T Protein UmuC (OEBFKJBE_00006)

I%

IMGPR _plasmid_2724678986_000004:4,061-8,992 (-)
1S4 family transposase I1S1D (HELAAJFC_00009)
1S5 family transposase ISKpn26 (HELAAJEC_00007)
8 6 5 4 3 21

!#

IMGPR _plasmid_2791355286_000004: 193-8,910 (-)
1S1 family transposase IS1D (GFFJLGLD_00010)
1S5 familytTansposase ISKpn26 (GFFJLGLD_00008)
9 7 6 5 4 32 1

!#

IMGPR _plasmid_2695420762_000011: 117-9,212 (-)
1S5 family transposase ISKpn26 (GMCAMLNN_00009)
1S4 family transposase I1S1D (GMCAMLNN_00011) ISNCY family transposase 1SBcen27 (GMCAMLNN_00002)
10 \ 8 7 6 5 4 3 ISNCY family transposase ISKpn21 (GMCAMLNN_00001)

i

IMGPR_plasmid_2814123057_000005: 171-11,166 (-)
1S4 family transposase 1S1D (AOMANOLO_00007)
ISNCY family transposase ISBcen27 (AOMANOLO_00002)
6 5 4 3 ISNCY family transposase ISKpn21 (AOMANOLO_00001)

l#

IMGPR _plasmid_2791355281_000004: 120-8,807 (-)
[ 8000 nt i
defence (PADLOC) AMR (AMRFinderPlus)




