Relaxosome protein TraM (HNLBBFGF_00007)
KIcA anti-RM (APIS007) (HNLBBFGF_00005)
TraJ (VFO241) (HNLBBFGF_00008)
‘ Pilin (HNLBBFGF_00009)
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IMGPR_plasmid_2554235200_000001: 567-7,081 (+)
40 39 3837 KlcA anti-RM (APIS007) (LBINAPCC_00036)
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IMGPR_plasmid_2554235194_000001:29,704-36,218 (-)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (MFKPMFLI_00047)
anti-SOS response (AP1S180) (MFKPMFLI_00044)
Nucleoid occlusion protein (MFKPMFLI_00045)
‘ 46 ‘ 43 42 41 40 3938 KlcA anti-RM (AP1S007) (MFKPMFLI_00037)

IMGPR_plasmid_2554235196_000001: 30,533-42,321 (-)
57 5655 54 Antirestriction protein KicA (NBHILIBH_00053)
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IMGPR_plasmid_3300029229_000002:42,502-49,566 (-)
Protein UmuD (MBAAMJKP_00005)

tgvA (MBAAMJKP_00001) Protein UmuC (MBAAMJKP_00004) anti-RM (APIS037) (MBAAMJKP_00008)
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IMGPR _plasmid 2767802143 000001: 1,117-20,005 (+)

Relaxosome protein TraY (IFIBFOIA_00016)
21 20 TraJ (VF0241) (IFIBFOIA_00017)
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IMGPR_plasmid_3300039346_000004: 11,753-16,550 (-)
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IMGPR_plasmid_2654587568_000001: 885-5,703 (+)
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IMGPR _plasmid_2585427763_000002: 22,931-30,532 (-)
1S66 family transposase 15679 (DLGGJFLJ_00048)
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IMGPR_plasmid_2545824712_000001: 36,527-43,797 (-)
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IMGPR _plasmid 2529292829 000001: 586-5,933 (+)
anti-SOS response (AP1S180) (IKPDABHB_00002)
Mok_Hok_Sok__Mok (IKPDABHB_00005)
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IMGPR_plasmid_2531839529 000003: 61-9,629 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (FGICLLLL_00001)
anti-SOS response (AP1S180) (FGICLLLL_00004)
Mok_Hok_Sok_Mok (FGICLLLL_00006)
u‘cleoid occlusion protein (FGICLLiLL_OOOOS)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (BCKONFLI_00043)

anti-SOS response (AP1S180) (BCKONFLI_00040)
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Nucleoid occlusion protein (BCKONFLI_00041)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (LKJPFIOO_00001)
anti-SOS response (AP1S180) (LKJPFIOO_00004)
Mok_Hok_Sok_Mok (LKJPFIOO_00006)
ucleoid occlusion protein (LKJ PFIOO_OOOOS)
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IMGPR _plasmid_2541047751_000001: 325-10,429 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (FJDFHNGJ_00001)
anti-SOS response (AP1S180) (FJDFHNGJ_00004)
"Mok_Hok_Sok_ Mok (FJDFHNGJ_00007)
ucleoid occlusion protein (FJDFHNGJ,OOOO3)
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IMGPR _plasmid_2585427772_000002: 605-11,102 (+)

Mok_Hok_Sok__Mok (KAJPNHKF_00025)
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IMGPR_plasmid_2663763471_.000003: 11,634-17,450 (-)
Mok_Hok_Sok__Mok (BDCCMMNK_00001)
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IMGPR _plasmid_2671181100_000002: 134-5,936 (+)
anti-SOS response (AP1S180) (EDPGFBBC_00002)
Mok_Hok_Sok__Mok (EDPGFBBC_00004)
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IMGPR _plasmid_2579778748 000002: 37-8,110 (+)
MTase_|1_00014 Type (OFPBAOBI_00002)
anti-RM (APIS037) (OFPBAOBI_00006)
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IMGPR_plasmid_2585427763_.000003: 223-10,794 (+)

Mok_Hok_Sok__ Mok (NDPAINHM_00025)
TS66 family transposase ISCro1 (NDPAINHM_00022) Protein TraJ (NDPAINHM_00017)
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IMGPR_plasmid_2529292913_.000005: 7,219-16,482 (-)
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IMGPR_plasmid_3300005460_000004: 131-4,919 (+)

Relaxosome protein TraY (JDPKFEBK_00006)
Protein TraJ (JDPKFEBK_00005) 10 11

IMGPR_plasmid_2548876859_000002: 483-7,730 (+)
Relaxosome protein TraY (JAFJNLGB_00024)
Protein TraJ (JAFJNLGB_00025)

IMGPR_plasmid_2778261461_000001: 13,205-20,440 (-)
Relaxosome protein TraY (FHOOHABP_00006)
Protein TraJ (FHOOHABP_00005) 11

IMGPR_plasmid_2695420792_000007: 522-8,354 (+)

Relaxosome protein TraY (OAHLADKO_00004)
Protein TraJ (OAHLADKO_00003)

IMGPR_plasmid_2531839454_000001: 275-6,423 (+)

Relaxosome protein TraY (NHNKKMAG_00019)
Protein TraJ (NHNKKMAG_00020) 14

IMGPR_plasmid_2579778613_.000001: 10,178-17,461 (-)

Relaxosome protein TraY (JGPDPMHE_00033)
Protein TraJ) (JGPDPMHE_00034) 28
IMGPR plasmid_2541047813 000001: 21,460-29,285 (-)
1S4 family transposase ISCro3 (APNFOOID_00008)
1S4 family transposase ISCro3 (APNFOOID_00007)  Relaxosome protein TraY (APNFOOID_00012)
| Protein TraJ (APNFOOID_D0011)

IMGPR_plasmid_2617270975_.000001:3,015-11,669 (+)
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IMGPR_plasmid_2648501206_000001: 10,973-18,057 (-)
5

IMGPR _plasmid_2548876954_000001: 476-7,554 (+)
5 Relaxosome protein TraY (NLMFGHPD_00006)

IMGPR_plasmid_2548876941_000002: 483-7,610 (+)
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IMGPR_plasmid_2541047124_000001:805-6,763 (+)
27

IMGPR_plasmid_2630968705_000001: 17,960-23,938 (-)
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IMGPR_plasmid_2698536505_000002: 1,287-8,362 (+)
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IMGPR_plasmid_2531839485_000003: 275-6,233 (+)
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IMGPR_plasmid_3300014532_000001: 504-7,630 (+)
TraJ (VF0241) (CIKCHPGA_00005) 6
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IMGPR _plasmid_2778261598_000001: 500-7,578 (+)
TraJ (VF0241) (MHGNHPJK_00035) 34

e O e WS IRV B I D D

I
IMGPR_plasmid_2703718672_000001: 28,697-35,775 (-)
TraJ (VF0241) (EJGPCLNF_00045)
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IMGPR_plasmid_2744054964_000001:35,311-41,271 (-)
Relaxosome protein TraY (LAACHANC_00017)
TraJ (VF0241) (LAACHANC_00018)
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IMGPR_plasmid_2713896898_000001: 8,335-15,407 (-)
B'glaxosome protein TraY (HFCECIFA_00004)
Tral (VF0241) (HFCECIFA_00003)
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IMGPR _plasmid_2724679237_000002: 213-6,167 (+)
16  Relaxosome protein TraY (GDGDFFIJ_00015)

IMGPR _plasmid_2667527742_000004: 6,425-13,511 (-)
5 Relaxosome protein TraY (NPMMGPLD_00006)

IMGPR _plasmid_2660238377_000002:495-7,581 (+)
4 Relaxosome protein TraY (LDHCHKNF_00005)

IMGPR_plasmid_2700989275_000003: 1,028-6,996 (+)

Relaxosome protein TraY (GBIKIMHE_00006)
5 11

IMGPR_plasmid_2660237997_000001: 487-7,719 (+)
18  Relaxosome protein TraY (MKEMKNJF_00017)

IMGPR_plasmid_2703718798_000003: 8,156-15,214 (-)
5 Relaxosome protein TraY (EPFPCLMC_00006)

IMGPR_plasmid_2548876945_000001: 485-7,549 (+)
1S3 family transposase 15629 (AJAGJDCA_00017)

IMGPR_plasmid_2671181056_000003: 7,951-15,946 (+)
Protein TraJ (PHFEJBGL_00005)
IMGPR_plasmid_2826316604_000002: 443-7,570 (+)
Protein TraJ (DHDDPHNJ_00030)
IMGPR_plasmid_2609459822_000001:20,857-28,131 (-)
Protein TraJ (JKBEDGLA_00004)

IMGPR_plasmid_2541047882_000001: 1,315-7,306 (+)
Protein TraJ (PFFOJAGL_00028)

IMGPR _plasmid_2695420822_000002: 18,124-24,133 (-)
53 1S5 family transposase ISKpn26 (IAFHNPBH_00058)

IMGPR_plasmid_2718218493 .000001:47,285-56,575 (+)
Protein TraJ IOEOMHFN_00005)
IMGPR_plasmid_2541047780_000001: 522-8,203 (+)
37 32 Protein TraV (CDHDNGDN_00031)
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IMGPR_plasmid_2851966386_000002: 26,145-34,646 (-)

Mok_Hok_Sok__Mok (APDONPID_00006)
Protein PsiB
5 | 7  TraJ(VF0241) (APDONPID_00011) 12
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IMGPR_plasmid_2660238507_000001: 3,902-13,486 (+)

Relaxosome protein TraY (KPLBBNEI_00065)
TraJ (VF0241) (KPLBBNEI_00066)
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IMGPR_plasmid_2703718778_.000001: 52,723-62,870 (-)

TraJ (VF0241) (DHMAOEDN_00035)
1S110 family transposase 151663 (DHMAOEDN_00040) Pilin(DHMAOEDN_00034)
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IMGPR _plasmid_2657245132_000002: 27,178-38,974 (-)
15  Relaxosome protein TraY (GEHDOKAJ_00016)
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IMGPR_plasmid_3300053491_003685:7,196-16,735 (+)
Relaxosome protein TraY (OAAEGEFM_00024)
Tral (VF0241) (OAAEGEFM_00023)
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IMGPR_plasmid_2563366873_.000001: 11,114-20,677 (+)

Relaxosome protein TraY (BMBDCMEL_00016)
Protein TraJ (BMBDCMEL_OOOlS)
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IMGPR_plasmid_3300028883_000002: 5,786-15,489 (+)
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IMGPR_plasmid_3300031370_000003: 18,928-28,481 (-)
75  Relaxosome protein TraY (LNODLCHB_00074)
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IMGPR_plasmid_2874962485_000001: 54,864-64,041 (-)
41  Relaxosome protein TraY (DFBJHJOB_00042)
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IMGPR_plasmid_2907813880_000001: 28,287-37,449 (+)
64 63 58  Relaxosome protein TraY (ECNNDFFK_00057)
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IMGPR_plasmid_646556919_000001:46,442-57,181 (-)

34  Relaxosome protein TraY (GJFEOIFE_00033)

IMGPR _plasmid_3300029191 000003:21,501-29,143(-)
5 Relaxosome protein TraY (LBHCKPCD_00006)

IMGPR _plasmid_2531839253 _000002: 523-8,165 (+)
Relaxosome protein TraY (CCMFCBDO_00080)
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IMGPR_plasmid_2869953405_000001: 58,984-68,497 (-)

15110 family transposase 1S1663 (EKELHIAM_00001)
2 3

IMGPR_plasmid_2609459839_000002: 348-6,998 (+)
1 4

IMGPR_plasmid_2740892267_000001: 109-4,535 (+)
3

IMGPR_plasmid_3300023707_000002: 446-6,287 (+)
Relaxosome protein TraY (CPKIHCEJ_00006)
Protein TraJ (CPKIHCEJ_00005) 10

IMGPR _plasmid_2778261387_000003: 1,307-7,415 (+)
Relaxosome protein TraY (PDGGCIKL_00035)
Protein TraJ (PDGGCIRL_OOOS(S)

IMGPR_plasmid_2590828669_000001:27,661-33,769 (-)
Relaxosome protein TraY (ILEJJKIG_00045)
Protein TraJ (ILEJJKIG_00046)

IMGPR_plasmid_2663763273_.000001: 36,793-41,994 (-)
TraJ (VF0241) (EIPKIBHP_00005)
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IMGPR_plasmid_2627854182_000001: 1,712-7,730 (+)
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IMGPR plasmid_3300028975 000001: 429-5,573 (+)
Protein TraV (NEEEIIPC_00054)

52 Relaxosome protein TraY (NEEEIIPC_00045)
53] 51 50 49  Tral (VF0241) (NEEEIIPC_00046)
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IMGPR_plasmid_2568526359_000001: 34,015-43,471 (-)
Relaxosome protein TraY (HMIAIAPA_00006)
TraJ (VF0241) (HMIAIAPA_00005)
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IMGPR_plasmid_2545824683_000001: 1,250-7,403 (+)
1 2 anti-SOS response (AP1S180) (KBDDAEFD_00003)
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IMGPR_plasmid_3300015185_000001: 146-6,353 (+)
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defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)




