Protein TraQ (PEGIPFJD_00032)
Mating pair stabilization protein TraN (PEGIPFJD_00027)
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IMGPR_plasmid_2603880148_000004: 10,822-22,284 (+)
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IMGPR _plasmid_2531839454_000001: 9,691-21,153 (+)
Protein TraC 25 26
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IMGPR_plasmid_2548876859_000002: 13,630-23,229 (+)
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12 11 Mating pair stabilization protein TraN (FGGLACAP_00010)

IMGPR_plasmid_2534682096_000002: 4,249-14,294 (-)
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IMGPR_plasmid_2548876945_000001: 10,571-20,315 (+)
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IMGPR_plasmid_2872192773_000001: 51,877-59,436 (+)
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IMGPR_plasmid_2874962485_000001:41,813-49,372 (-)
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IMGPR_plasmid_2690316318_000001: 11,170-21,392 (+)
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IMGPR_plasmid_2778261639_000001:5,161-15,383 (-)
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IMGPR_plasmid_2703718672_000001: 15,784-25,674 (-)
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IMGPR _plasmid_2711768167_000003: 9,510-20,019 (+)
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IMGPR _plasmid_2585427789_000001:8,668-19,512 (-)

N
w
N
o
w
o

IMGPR _plasmid_2579778807_000001: 10,862-22,018 (+)
22 26 27

IMGPR _plasmid_2654587685_000002: 12,554-22,077 (+)
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IMGPR _plasmid_2778261008_000001: 13,932-23,813 (-)
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IMGPR _plasmid_2737471827_000001: 10,245-20,124 (+)
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IMGPR_plasmid_3300012089_000002: 7,660-19,663 (-)
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IMGPR_plasmid_2529293219_000001: 12,303-22,160 (+)
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IMGPR_plasmid_648276648_000001: 6,078-15,608 (-)
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IMGPR_plasmid_2737471841_000001:8,428-19,313 (-)
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IMGPR_plasmid_2548876932_000006: 11,633-23,052 (+)
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IMGPR _plasmid_2623620492_000003: 12,002-23,959 (+)
83 Mating pair stabilization protein TraN (ILPHHLNE_00084)

IMGPR_plasmid_640048457_000001: 62,003-69,149 (+)

Protein TraR (PACKFGIG_00023)
22 21 16 14

g

IMGPR_plasmid_2711768056_000002: 7,746-21,366 (-)
mads_8 (LFOMHFNF_00001)

IMGPR_plasmid_2896807372_000001: 31-4,354 (+)

AAC_6p_Ib-NCBIFAM AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (PAOKBJOP_00057)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (PAOKBJOP_00056)

1S6 family transposase 1526 (PAOKBJOP_00055) mads_8 (PAOKBJOP_00059)

IMGPR _plasmid 2896789908 000001:45,344-53,176 (+)
5000 nt i
defence (PADLOC) AMR (AMRFinderPlus)




