Protein VirD4 (EENDGBLN_00005)
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IMGPR plasmid_3300025247 000002: 1-7,599 (+)
42 41

IMGPR _plasmid_3300022693_000028: 32,580-40,172 (-)
Coenzyme PQQ synthesis protein A (DJFMLLEB_00008)
Bifunctional coenzyme PQQ synthesis protein C/D
4 Coenzyme PQQ synthesis protéin B (DJFMLLEB_00009)

IMGPR_plasmid_3300009578_000007: 815-8,002 (+)

COG0640 Csa3_1_CAS-I-II-111-1IV-V-VI (PIMHCEEG_00050)
Zinc transporter ZitB (PIMHCEEG_00049) letA_00002 (PIMHCEEG_00043)
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IMGPR_plasmid_3300026253_000009: 30,753-51,733 (-)
COG0640 Csa3_1_CAS-I-II-111-1IV-V-VI (ADAGNHFA_00001)
Zinc transporter ZitB (ADAGNHFA_00002) letA_00002 (ADAGNHFA_00008)
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IMGPR_plasmid_3300026134_000007: 316-21,296 (+)
COG0640 Csa3_1_CAS-I-II-IlI-IV-V-VI (JEEJPIAQ_00042)
Zinc transporter ZitB (JEEJPIAO_00041) letA_00002 (JEEJPIAO_00035)
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IMGPR_plasmid_3300006900_000011:25,787-46,768 (-)

letA_00002 (BPGFEICA_00006)
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IMGPR_plasmid_3300026112_000008: 654-19,768 (+)

COGO0640 Csa3_1_CAS-I-II-I11-IV-V-VI (LMGKANHK_00048)
Zinc tran;r;orter ZitB (LMGKANHK_00047)
Antitoxin PrIF (LMGKANHK_00050) letA_00002 (LMGKANHK_00041)
Tae | | 46 45 44 43 42 40 39 38
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\MGPR,[Tasmid,SSOOOZB 181_000006: 30,467-52,580 (-)
COG0640 Csa3_1_CAS-I-1I-111-1IV-V-VI (ICPIKDCD_00048)
15110 family transposase 1SGdi7 (ICPIKDCD,OOOSK
Zinc transporter ZitB (ICPIKDCD_00047)
Antitoxin PrlF (ICPIKDCD_00050)

Nucleoid occlusion protein (ICPIKDCD_OO&:%) letA_00002 (ICPIKDCD_00041)
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IMGPR_plasmid_3300025042_000006: 30,015-57,577 (-)
!

k 10000 nt {
defence (PADLOC)
I




