Protease HtpX (POHEGMMK_00022)
18 19 20 21 23
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IMGPR_plasmid_3300029540_000118: 14,200-26,424 (+)
Protease HtpX (FOFGCKOI_00020)

IMGPR _plasmid_3300029130_000177: 13,594-25,412 (+)
CfrAB-NCBIFAM Cfr family 23S rRNA (adenine(2503)-C(8))-methyltransferase (NFO00424.4) (IBAMAPHJ_00002)
Protease HtpX (IBAMAPHJ_00003) 1

IMGPR _plasmid_2882847703_000004: 138-13,461 (-)
Protease HtpX (BOOMEMHF_00002)

I*

IMGPR_plasmid_3300014572_000074:235-12,271(-)

I

IMGPR_plasmid_3300029374_000116:71-11,436 (-)
28

IMGPR _plasmid_3300029861_000200: 19,989-31,432 (+)
1S3 family transposase I1SBce15 (KPEEAFDE_00001)

IMGPR_plasmid_3300029106_000076: 13-11,580 (-)

I

IMGPR _plasmid_3300028911 000071:29-11,498 (-)
erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (BJAKLABM_00033)
31 1S256 family transposase ISDet4 (BJAKLABM_00034)

!ﬁ

IMGPR _plasmid_3300029197_000038: 22,566-35,787 (+)
Protease HtpX (FEBAIKJC_00016)

IMGPR _plasmid_3300014545_000052: 11,564-23,172 (+)
Protease HtpX (IJGKIHFI_00003) 2 1

IMGPR_plasmid_3300014560_000032:521-13,021 (-)
Protease HtpX (AGABIMIN_00029) 29 30

IMGPR _plasmid_3300014793_000091: 19,832-32,211 (+)
Tyrosine recombinase XerC (FKMBOPEJ_00022)
Tyrosine recombinase XerD (FKMBOPEJ_00021) DS-6__DS-6A (FKMBOPEJ_00023)

IMGPR_plasmid_3300007108_000054: 16,136-30,004 (+)

o
-

IMGPR_plasmid_3300014534_000037:852-11,272 (-)

|

IMGPR_plasmid_3300029176_000042: 38-10,570 (-)
HEase_00017 homing (MIEIHPPK_00002)

!+

IMGPR_plasmid_3300029461_000100: 126-13,727 (-)

|

IMGPR_plasmid_3300029024_000047:53-10,368 (-)

N
w
N
-

IMGPR _plasmid_3300008282_000059: 195-16,507 (-)
Chromosome-partitioning ATPase Soj (HKFHEBJB_00003)
Antitoxin epsilon (HKFHEBJB_00005)
Protease HtpX (HKFHEBJB_00008) T 1S3 family transposase ISBce13 (HKFHEBJB_00001)
7 6 4

!
#

IMGPR _plasmid_3300029905_000056: 141-16,715 (-)
erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (BCLOGLMO_00035)
Antitoxin epsilon (BCLOG LMO_00532)
Protease HtpX (BCLOGLMO_00029) ‘
29 30 32 33

!#
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IMGPR _plasmid_3300035365_000058: 20,241-35,226 (+)
Chromosome-partitioning ATPase Soj (IGPJMCGO_00039)
Protease HtpX (IGPJMCGO_00030) Antitoxin epsilon (IGPJMCGO_00037)
3031 32 33 34 35 37 39

g

IMGPR _plasmid_3300014772_000036: 21,255-39,559 (+)
Antitoxin epsilon (Q—IJ KMHDL_00003)
Protease HtpX (OHJKMHDL_00010) DS-15_DS-15A (OHJKMHDL_00001)

9 8 7 6 5 4 | 2

!
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IMGPR _plasmid_3300035656_000114:40-17,546 (-)
Protease HtpX (GBLGHNMG_00009) Antitoxin epsilon (GBLGHNMG_00002)
8 7 6 5 4 3 1

!

67:419-17,199 (-)
7000 nt i
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)

IMGPR _plasmid_3300029873_0000




