Putative aminoacrylate hydrolase RutD (I1JIONIF_00053)
Small, acid-soluble spore protein 2 (I1JIONIF_00060)
1S3 family transposase 151069 (11JIONIF_00050) Tn3 faminTtransposase ISNpu13 (I1JIONIF_00062)
putative manganese catalase (I1JIONIF_00051) DNA-invertase hin (I1JIONIF_00063)
Tn3 family transposase TnXo19 (I1JIONIF_00049) 66
| |52 | 545 56 64 65 167

5758 59 ‘ 61

IMGPR _plasmid_3300053491 046507:41,261-63,494 (+)
1S4 family transposase 1S231B (IADHALJE_00060)
59 1 2 4 9

IMGPR _plasmid_3300053491 046510:47,733-56,860 (+); 1-8,734 (+)
Small, acid-soluble spore protein 2 (FDOCGGCM_00013)
Tn3 family transposase ISPsy42 (FDOCGGCM_OOTOl8)
20 17 16 15 14| 1211

IMGPR_plasmid_3300053491 048823:2,051-24,296 (-)
Small, acid-soluble spore protein 2 (JPDPJEDA_00061)
Tn3 family transposase ISPsy42 (JPDPJEDA_00065) 62
64 637 |60 59

IMGPR_plasmid_3300053491 048321:43,907-63,037 (-)

Tyrosine recombinase XerC (DOLHGHJE_00040)

RM_Type_IIG_Type_IIG_2 (DOLHGHJE_00033)

PDC-S02_WP_017939858.1 (DOLHGHJE_00029) 35
27 36
25 267 28 30 3132 34] 3738 39
- I

IMGPR _plasmid_3300053491 054354:17,031-60,116 (+)
PDC-502_WP_017939858.1 (LLDIEBPD_00012)
Tn3 family transposase ISPsy42 (LLDIEBPDﬁ)OlS)
kM_Type_I IG_Type_lIG_2 (LLDIEBPD_00008)
14 13 | 11 10 9 76 5 4

- —
IMGPR_plasmid_3300053491_056344: 1-28,575 (-); 71,068-84,902 (-)

RM_Type_lIG_Type_IIG_2 (MJOOPFMK_00079)

77
PDC-502_WP_017939858.1 (MJOOPFMK_00083) 76
86 85 84 | 82 8180 78] 7574 73

DS-15_DS-15A (DOLHGHJE_00045)
41 43 Tyrosine recombinase XerC (DOLHGHJE_00049)

Ta2] 44 | 46 4748 50

Tyrosine recombinase XerC (LLDIEBPD_00081)
DS-15_ DS-15A (LLDIEBPD_00086)
83

3 21 87 85 84] 82 80

DS-15_DS-15A (MJOOPFMK_00067)
69 Tyrosine recombinase XerC (MJOOPFMK_00064)
72 7170 68 | 66 65 [ 63

DK — 0@ O — DI ———ETTTAD-D-K

- ——
IMGPR_plasmid_3300053491 057628: 1-10,750 (-); 53,234-84,916 (-)

PDC-502_WP_017939858.1 (NDBIAAHG_00083)
?M,Type,l IG_Type_IIG_2 (NDBIAAHG_00079)
Tn3 family transposase ISPsy42 (NDBIAAHG_‘OOOSé) 77 75
85 84 | 82 8180 78 [76] 74 73 72

- —
IMGPR_plasmid_3300053491_057860: 1-4,134 (-); 46,610-84,914 (-)

PDC—SO2_WP_017939E§§.1 (IAGPCGCE_00012)
Tn3 family transposase ISPsy42 (IAGPCGCE_00015)

RM_Type_IIG_Type_IIG_Z (IAGPCGCE_00008)
1413 | 11109 7654 3 2
I

IMGPR_plasmid_3300053491_054591:1-28,865 (-); 70,770-85,335 (-)

Tyrosine recombinase XerC (NDBIAAHG_00061)
DS-15_DS-15A (NDBIAAHG_00066)
70 68 63 60
71 69| 67 65 64] 62 59

DS-15_DS-15A (IAGPCGCE_00080)

82 Tyrosine recombinase XerC (IAGPCGCE_00076)
1 83] 81 | 79 7877
_—

Tyrosine recombinase XerC (MAFBECDE_00025)

RM_Type_IIG_Type_IlIG_2 (MAFBECDE_00018)
PDC-502 WP_017939858.1 (MAFBECDE_00014) 20 23
11 12 13 | 1516 17 | 192122 | 24

- —
IMGPR _plasmid 3300053491 053817:1,990-44,332 (+)

PDC-502_WP_017939858.1 (HKICJMKK_00078)
"RM_Type_lIG_Type_IIG_2 (HKICJMKK_00074)
Tn3 family transposase ISPsy42 (HKICJMKK_‘OOO81) 72 69
1 8079 | 77 7675 737170 | 68

——
IMGPR_plasmid_3300053491_057211:1-7,288 (-); 49,230-85,118 (-)

PDC-S02_WP_017939858.1 (DKHFANJN_00023)
"RM_Type_lIG_Type_lIG_2 (DKHFANJN_00019)
Tn3 family transposase ISPsy42(DKHFANJN_‘00026) 18 16 14
25 24 | 222120 1715 ] 13 12

IMGPR_plasmid_3300053491_056566: 1-36,230 (-); 78,788-85,103 (T
PDC-502_WP_017939858.1 (AFGACGOI_00004)
Tn3 family transposase ISPsy42 (AFGACGOITOOOO7)
6 5 | 32 1 87

8583 81
86 84[82] 80

IMGPR _plasmid_3300053491 057412:1-18,477 (-); 61,028-85,035 (T
PDC-S02_WP_017939858.1 (JLEILBNA_00074)
RM _Type_IIG_Type_lIG_2 (JLEILBNA_00070)
Tn3 family transposase ISPsy42 (JLEILBNA_00077) 67
76 75 | 73 7271 69 68] 66 65

IMGPR_plasmid_3300053491 057413:33457-75,872 (-)

DS-15_DS-15A (MAFBECDE_00029)

27 Tyrosine recombinase XerC (MAFBECDE_00033)
26 28 | 30 3132 34
[ |

Tyrosine recombinase XerC (HKICJMKK_00067)

DS-15_DS-15A (HKICJMKK_00063)

65 Tyrosine recombinase XerC (HKICJMKK_00059)
66 ] 64 | 62 61 60 58
|

Tyrosine recombinase XerC (DKHFANJN_00002)
DS-15__DS-15A (DKHFANJN_00006)
11 1098 7 |5 4 3 1

DS-15_DS-15A (AFGACGOI_00075)

77 Tyrosine recombinase XerC (AFGACGOI_00071)
79 78] 76 | 74 73 72 ~ | 70
_—

Tyrosine recombinase XerC (JLEILBNA_00055)
DS-15_ DS-15A (JLEILBNA_00060)
62 59 54
64  63] 61 58 57 56 53

Tyrosine recombinase XerC (LHHILAGN_00009)

PDC-502_WP_017939858.1 (LHHILAGN_00086)
MTase_Il_00161 Type (LHHILAGN_00002)
83 84 85 | 87 8889 9 1 3456 7 8

- —
IMGPR_plasmid_3300053491_055081: 65,656-84,957 (+); 1-23,163 (+)

RM_Type_IIG_Type_IIG_2 (JCICJPAP_00017)

20
PDC-S02_WP_017939858.1 (JCICJPAP_00013) 19] 22
10 11 12 | 14 1516 | 18] |21 23

IMGPR_plasmid_3300053491_055080: 2,538-45,066 (+)

RM_Type_IIG_Type_lIG_2 (MMACNGDH_00052)
PDC-502 WP_017939858.1 (MMACNGDH_00048) 54
45 46 47 | 49 5051 | 53| 5556 57

IMGPR_plasmid_3300053491 053818:35,466-78,737 (+)
} 10000 nt {
defence (DefenseFinder) defence (PADLOC)

Tyrosine recombinase XerC (LHHILAGN_00018)
DS-15_DS-15A (LHHILAGN_00013)
11 14

10] 12 15 16 17 19

DS-15__DS-15A (JCICJPAP_00029)
25 27 Tyrosine recombinase XerC (JCICJPAP_00033)

24 J26] 28 | 30 31 32 34

Tyrosine recombinase XerC (MMACNGDH_00067)
DS-15_ DS-15A (MMACNGDH_00062)
60 65 69
58 59] 61 63 641 66 68



