2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (FDACAOOD_00010)
Transcrlptlonal regulatory protein RcsA (FDACAOOD_00001)
4'-phosphopantetheinyl transferase Sfp (| FDACAOOD _00002)
Signal transduction protem PmrD (FDACAOOD_00011)
putative acrylyl-CoA reductase Acul (FDACAO6D_OOOOS)

53 family transposase 151400 (FDACAOOD_00003)

| | putative FMN/FAD exporter YeeO (FDACAOOD_00014)
S3 family transposase I51351(FDACAOOD 000044 Prophage integrase IntA (FDACAOOD_00016)

Transcriptional regulatorAcuR(FDACAOOD 00007) MTase_I11_00003 Type (FDACAOOD_00018)
AMP nucleosidase (FDACAO D_OOOl?) REase_|11_00001 Type (FDACAOOD_00019)
5 6 9 | | “tRNA-Asn(gtt) | 15 [ 18 19 2021222324 25
1 I R

IMGPR _plasmid_2609459954 000011:69-30,175 (+)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (LLLEKJNI_00055)
Transcrlptlonal regulatory protein RcsA (LLLEKJNI_ 00064)
4+ phosphopantethelnyl transferase Sfp (LLLEKJNI 00063)
Signal transduction proteln PmrD (LLLEKJNI_00054)
putative acrylyl-CoA reductase Acul (LLLEKJNI_00057)
1S3 family transposase 1S1400 (LLLEKJWO&)
153 family transposase 11351 (LLLEKJNI_00061)
putative FMN/FAD exporter YeeO (LLLEKJNI_00051)
Transcrlptlonal regulatorAcuR LLLEKJNLOOOS‘S) Prophage integrase IntA (LLLEKJNI_00049)
Plipastatin synthase subunit B (LLLEKJNI_00065) MTase_I1_00003 Type (LLLEKJNI_00047)
‘ ‘ REase_II1_00001 Type (LLLEKJNI_00046)

48 | [ 45 44

IMGPR _plasmid_2609459895_000005: 30,107-61,670 (-)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (MOODKFHL_00054)

Signal transduction protem PmrD (MOODKFHL_00053)
putative acrylyl-CoA reductase Acul (MOODKFHL_00056)
Transcrlﬁ&al regulator AcuR (MOODKFHL_00057)

putatlve FMN/FAD exporter YeeO (MOODKFHL_00050)
Prophage integrase IntA (MOODKFHL_00048)
MTase_III_00003 Type (MOODKFHL_00046)

‘ ‘ AMPnucIe05|dase(LLLEKJ 1.00053)

58 57

AMP nucleosidase (MOODKFHL_00052) REase_I1l'00001 Type (MOODKFHL_00045)
56 53 | | | | 47 \ 44 43

1 1 I

IMGPR _plasmid_2529293113 000020: 30,151-55,803 (-)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (LKJFLINN_00021)
putative inner membrane transporter YedA (LKJFLINN_00001)

HTH-type transcriptional regulator ArgP (LKJFLINN_00015)
HTH-type transcriptional regulator PgrR (LKJFLT N_00011)
HTH typetrmlptlonal regulator cbl (LKJFLINN_00014)
putative L,D-transpeptidase ErfK/Srfk (LKJFLINN_00013)

Inner membrane proteln YedR (LKJFLINN,OOOOS (L putatlve acrylyl-CoA reductase Acul (LKJFLINN_00019)
RutC family protein YjgH (LKJFLINN_00010) Signa%sduction brotein PmrD (LKJFLINN_00022)
NEase_Il_00006 Type (LKJFLINN_00002) putative FMN/FAD exporter YeeO (LKJFLINN_00025)
putative proteln YedJ (LKJFLINN_00004) Prophage integrase IntA (LKJFLINN_00027)
MTase_I 1.00 147'Ty Type (LKJFLI NN_OOOOé ranscriptional regulator AcuR (LKJFLINN_00018) ‘ MTase_I11_00003 Type (LKJFLINN_00029)

REase_I1I_00001 Type (LKJFLINN_00030)

AMP nucleosidase (LKJFLINN_00023)
23 | 26 27

14 17 | | \
i

Protein MtfA (LKJFLINN_00008)
OmpD (VFO969) (LKJFLINN_00006)| 10
"

i
I 1 1
IMGPR _plasmid_2545824781_000015: 284-40,536 (+)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (ECFEPKKK_00055)

HTH-type transcriptional regulator ArgP (ECFEPKKK_00061)
HTH-type transcriptional regulator Pgrﬂﬁ:FEPKKK_OOOéS)
HTH-type transcriptional regulator cbl (ECFEPKKK_00062)
Signal transduction protein PmrD (ECFEPKKK_00054)
putatlve acrylyl-CoA reductase Acul (ECFEPKIZK 00057)

Transcrlptlonal regulator AcﬁCFEPKKk _00058)

putative L,D- transpept|dase ErfK/SrfK (ECFEPKKK OOObT putatlve FMN/FAD exporter YeeO (ECFEPKKK_00051)

OmpD (VF0969) (ECFEPKKK_00070) MTase_I1I_00003 Type (ECFEPKKK_00047)

RutC family protein YjgH (ECFEP KKK_OObéé) ‘ Prophage integrase IntA (ECFEPKKK_00049)
AMP nucIeOS|dase(ECFEPK K 00053) REase_l11_00001 Type (ECFEPKKK_00046)

48 | 45 44

Protein MtfA (ECFEPKKK_00068)
61

I 1 1
IMGPR_plasmid_2695420861_000024: 30,028-65,872 (-)
REase_11_00001 Type (LCLBJONF_00046)

47 45 44

e K ETED
IMGPR_plasmid_2545824683_000016: 29,787-41,632 (-)
RM_Type_ll_Type_Il_MTases_FAM_0 (OGGAJPHE_00001)

REase_lIl_00001 Type (OGGAJPHE_00002)
| 3 4

O HO-@ @D

I E——
IMGPR _plasmid_2597489924 _000021:313-12,791 (+)
REase_l11_00001 Type (HCNIILHF_00003)

1 2 4 5]

PED OG0

I
IMGPR _plasmid_2744054521_000033:31-11,954 (+)
k 10000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA
I




