Putative aliphatic sulfonates transport permease protein SsuC (CLCBMEBL_00048)
(E)-2-((N-methylformamido)methylene)succinate hydrolase (CLCBMEBL_00055)
2-hydroxychromene-2-carboxylate isomerase (CLCBMEBL_00040)

NADH-dependent FMN reductase SfnF (CLCBMEBL_OOO41) Flavin-dependent trigonelline monooxygenase, oxygenase component
Putative monooxygenase MoxC (CLCBMEBL_00033) Taurine import ATP-bindihg protein TauB (CLCBMEBL_00049)
Hippurate hydrolase (CLCBMEBL_00034) Taurine-binding periplasmic protein (CLCBMEBL_00050)
PFAT__PfiA (CLCBMEBL_00031) Taurine-binding periplasmic protein (CLCBMEBL_00051)
PFAT_PfiT (CLCBMEBL_00030) 44 HTH-type transcriptional repressor RspR (CLCBMEBL_00053)
putative flavin reductase (CLCBMEBL_00056)

DS-15_DS-15A (CLCBMEBL_00027)  Pseudomonine (VF0936) (CLCBMEBL_00036) 43
28 29 || 32 | | 35 37 38 39 42]| 4546 47

52 | 54 |

I _——
IMGPR_plasmid_2896557008_000003: 27,444-52,726 (+)
Putative aliphatic sulfonates transport permease protein SsuC (CGKDGELB_00164)
2-hydroxychromene-2-carboxylate isomerase (CGKDGELB_00172)
NADH-dependent FMN reductase SfnF (CGKDGELB_00171)
Putative monooxygenase MoxC (CGKDGELB_00179) Taurine import ATP-bindihg protein TauB (CGKDGELB_00163)

IES‘ seudomonine (VF0936) (CGKDGELB_00176) 168
Hippurate hydrolase (CGKDGELB_00178) 165 166
180 \ 177 \ 175 174 173 170]167 | 165 Taurine-binding periplasmic protein (CGKDGELB_00162)

I _—
IMGPR _plasmid_2630968330_000005: 172,680-198,027 (-)
Putative aliphatic sulfonates transport permease protein SsuC (GGDIGDGM_00179)
2-hydroxychromene-2-carboxylate isomerase (GGDIGDGM_00171)
NADH-dependent FMN reductase SfnF (GGDIGDGM_00173)
Putative monooxygenase MoxC (GGDIGDGM_00164) Taurﬁgimport ATP»bindiﬁg protein TauB (GGDIGDGM_00180)

Pseudomonine (VF0936) (GGDIGDGM_00167) 174
Hippurate hydrolase (GGDIGDGM_00165) 173 176
162 | 165 \ 167 168 169 [171] [|175 [ 177 Taurine-binding periplasmic protein (GGDIGDGM_00181)

— _—
IMGPR _plasmid_2896569440_000004: 165,721-191,023 (+)
Putative aliphatic sulfonates transport permease protein SsuC (AFHIHPPG_00079)
2-hydroxychromene-2-carboxylate isomerase (AFHIHPPG_00088)
NADH-dependent FMN reductase SfnF (AFHIHPPG_00086)
Putative monooxygenase MoxC (AFHIHPPG_00095) Taurine import ATP-bindihg protein TauB (AFHIHPPG_00078)

Pseudomonine (VF0936) (AFHIHPPG_00092) 83
Hippurate hydrolase (AFHIHPPG_00094) 84

Taurine-binding periplasmic protein (AFHIHPPG_00077)

87 | 85| 8281 80

96 | 93 \ 91 90 89

I ]
IMGPR _plasmid_2510065019_000002: 80,442-105,771 (-)
Putative aliphatic sulfonates transport permease protein SsuC (FKCGPBFO_00033)
Glutathione-specific gamma-glutamylcyclotransferase (FKCGPBFO_00034)
2-hydroxychromene-2-carboxylate isomerase (FKCGPBFO_00040)
NADH-dependent FMN reductase SfnF (FKCGPBFO_00039)

Putative monooxygenase MoxC (FKCGPBFO_00047) Taurine import ATP-binding protein TauB (FKCGPBFO_00032)
Pseudomonine (VF0936) (FKCGPBFO_00044) Taurine-binding periplasmic protein (FKCGPBFO_00031)
Hippurate hs‘/d rolase (FKCGPBFO_00046) 37 Flavin-dependent trigonelline monooxygenase, oxygenase component (FKCGPBFO_00024)
48 | 45 \ 43 42 41 38] 36 35 ‘ 30 29

I _—
IMGPR _plasmid_2844462476_000001: 22,088-48,398 (-)
Putative aliphatic sulfonates transport permease protein SsuC (KAGGNNNH_00193)
2-hydroxychromene-2-carboxylate isomerase (KAGGNNNH_00181)
Taurine import ATP-binding protein TauB (KAGGNNNH_00194)
NADH-dependent FMN reductase SfnF (KAGGNNNH_00186)

Putative monooxygenase MoxC (KAGGNNNH_00174) Taurine-binding ﬁeriplésmic protein (KAGGNNNH_00195)
Pseudomonine (VF0936) (KAGGNNNH_00177) 189
Hippurate hy‘drolase (KAGGNNNH_00175) 188 191
173 | 176 \ 178 179 180 182 183 184185 |187|190 | 192 197

I _—
IMGPR_plasmid_2933586486_000011: 179,221-207,413 (+)
Putative aliphatic sulfonates transport permease protein SsuC (BIHPIGKE_00030)
2-hydroxychromene-2-carboxylate isomerase (BIHPIGKE_00017)
Putative monooxygenase MoxC (BIHPIGKE_00010) Taurine import ATP-binding protein TauB (BIHPIGKE_00031)
seudomonine (VF0936) (BIHPIGKE_00013) NADH-dependent FMN reductase SfnF (BIHPIGKE_OM)
Hippurate Hydrolase (BIHPIGKE,60011) 25 28
9 \ 12 | 14 15 16 18 19 20 2122 | 242627 29 Taurine-binding periplasmic protein (BIHPIGKE_00032)

I _—
IMGPR _plasmid_2936367885_000002: 4,455-32,708 (+)
Putative aliphatic sulfonates transport permease protein SsuC (LNHGEHGA_00246)
2-hydroxychromene-2-carboxylate isomerase (LNHGEHGA_00259)
Taurine import ATP-binding protein TauB (LNHGEHGA_00245)
Putative monooxygenase MoxC (LNHGEHGA _00266) NADH-dependent FMN reductase SfnF (LNHGEHG‘A_MS)

Pseudomonine (VF0936) (LNHGEHGA _00263) 257 250
Hippurate hydrolase (LNHGEHGA_00265) 256 251 248
267 \ 264 \ 262 261 260 258 | | 255254 |252[[249 | 247 Taurine-binding periplasmic protein ((NHGEHGA_00244)

- I
IMGPR _plasmid_2517093000_000002: 238,178-262,370 (-)
Putative aliphatic sulfonates transport permease protein SsuC (ELINPOGL_00024)
2-hydroxychromene-2-carboxylate isomerase (ELINPOGL_00012)
Taurine import ATP-binding protein TauB (ELINPOGL_00025)

Putative monooxygenase MoxC (ELINPOGL_00005) NADH-dependent FMN reductase SfnF (ELINPOGL_00017)
Pseudomonine (VF0936) (ELINPOGL_00008) 20
Hippurate hydrolase (ELINPOGL_00006) 19
4 | 7 | 9 10 11 13 14 1516 | 18[| 2122 23 Taurine-binding periplasmic protein (ELINPOGL_00026)

- I
IMGPR _plasmid_2765235942_000008: 3,937-28,303 (+)
Putative aliphatic sulfonates transport permease protein SsuC (IPEDCEEL_00204)
2-hydroxychromene-2-carboxylate isomerase (IPEDCEEL_00213)
NADH-dependent FMN reductase SfnF (IPEDCEEL_00211)
Putative monooxygenase MoxC (IPEDCEEL_00220) Taurine import ATP-binding protein TauB (IPEDCEEL_00203)

seudomonine (VF0936) (IPEDCEEL_00217) 208
Hippurate hydrolase (IPEDCEEL_00219) 209 206
221 | 218 | 216 215 214 |212|210]207 | 205 Taurine-binding periplasmic protein (IPEDCEEL_00202)
- I
IMGPR_plasmid_2513237103 000014:216,055-237,323 (-)
Oligopeptide transport ATP-binding protein OppF (BFGGPILC_00063)
Protein-L-isoaspartate O-methyltransferase (BFGGPILC_00067)
HTH-type transcriptional regulator LutR (BFGGPILC_00065) Putative aliphatic sulfonates transport permease protein SsuC (BFGGPILC_00093)
Ferri-bacillibactin esterase BesA (BFGGPILC_00068) 2-hydroxychromene-2-carboxylate isomerase (BFGGPILC_00079)
Putative monooxygenase MoxC (BFGGPILC_00072) Taurine import ATP-binding protein TauB (BFGGPILC_00094)
seudomonine (VF0936) (BFGGPILC_00075) NADH-dependent FMN reductase SfnF (BFGGPILC_Om)
Hippurate hydrolase (BFGGPILC_00073) 88 Taurine-binding periplasmic protein (BFGGPILC_00095)
64 66 71 | 74 | 76 77 78 80 81 82 83 8485 |8789909192 |
I

IMGPR _plasmid_2585427526_000010: 581—101,194 (+)
Putative aliphatic sulfonates transport permease protein SsuC (MNJBCPMA_00240)
2-hydroxychromene-2-carboxylate isomerase (MNJBCPMA_00254)
Taurine import ATP-binding protein TauB (MNJBCPMA_00239)

Putative monooxygenase MoxC (MNJBCPMA_00261) NADH-dependent FMN reductase SfnF (MNJBCPMA_00247)
Pseudomonine (VF0936) (MNJBCPMA_00258) 244 Taurine‘-bind‘ing periplasmic protein (MNJBCPMA_00238)
Hippurate hydrolase (MNJBCPMA 00260) 245 242
262 \ 259 [ 257 256 255 253 252 251 250 249248 |244] |243 | 241

|
IMGPR_plasmid_2515154115_000016: 252,461-284,870 (-)
12 3

HHEO—¢O-DEE

-
IMGPR _plasmid_2842217011_000013:651-7,421 (+)
} 10000 nt {
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