
IMGPR_plasmid_2896557008_000003: 27,444-52,726 (+)
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Putative aliphatic sulfonates transport permease protein SsuC (CLCBMEBL_00048)
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Taurine-binding periplasmic protein (CLCBMEBL_00050)

Taurine-binding periplasmic protein (CLCBMEBL_00051)
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HTH-type transcriptional repressor RspR (CLCBMEBL_00053)
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(E)-2-((N-methylformamido)methylene)succinate hydrolase (CLCBMEBL_00055)

putative flavin reductase (CLCBMEBL_00056)

Flavin-dependent trigonelline monooxygenase, oxygenase component

IMGPR_plasmid_2630968330_000005: 172,680-198,027 (-)
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NADH-dependent FMN reductase SfnF (CGKDGELB_00171)
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Hippurate hydrolase (CGKDGELB_00178)

Putative monooxygenase MoxC (CGKDGELB_00179)
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IMGPR_plasmid_2896569440_000004: 165,721-191,023 (+)
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Putative aliphatic sulfonates transport permease protein SsuC (GGDIGDGM_00179)

Taurine import ATP-binding protein TauB (GGDIGDGM_00180)

Taurine-binding periplasmic protein (GGDIGDGM_00181)

IMGPR_plasmid_2510065019_000002: 80,442-105,771 (-)

Taurine-binding periplasmic protein (AFHIHPPG_00077)

Taurine import ATP-binding protein TauB (AFHIHPPG_00078)

Putative aliphatic sulfonates transport permease protein SsuC (AFHIHPPG_00079)
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2-hydroxychromene-2-carboxylate isomerase (AFHIHPPG_00088)
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Hippurate hydrolase (AFHIHPPG_00094)

Putative monooxygenase MoxC (AFHIHPPG_00095)
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IMGPR_plasmid_2844462476_000001: 22,088-48,398 (-)

Flavin-dependent trigonelline monooxygenase, oxygenase component (FKCGPBFO_00024)
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Glutathione-specific gamma-glutamylcyclotransferase (FKCGPBFO_00034)
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NADH-dependent FMN reductase SfnF (FKCGPBFO_00039)
2-hydroxychromene-2-carboxylate isomerase (FKCGPBFO_00040)

414243

Pseudomonine (VF0936) (FKCGPBFO_00044)
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Hippurate hydrolase (FKCGPBFO_00046)

Putative monooxygenase MoxC (FKCGPBFO_00047)
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IMGPR_plasmid_2933586486_000011: 179,221-207,413 (+)
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182 183 184 185

NADH-dependent FMN reductase SfnF (KAGGNNNH_00186)
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Putative aliphatic sulfonates transport permease protein SsuC (KAGGNNNH_00193)

Taurine import ATP-binding protein TauB (KAGGNNNH_00194)

Taurine-binding periplasmic protein (KAGGNNNH_00195)

197

IMGPR_plasmid_2936367885_000002: 4,455-32,708 (+)
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Putative monooxygenase MoxC (BIHPIGKE_00010)

Hippurate hydrolase (BIHPIGKE_00011)
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Pseudomonine (VF0936) (BIHPIGKE_00013)
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NADH-dependent FMN reductase SfnF (BIHPIGKE_00023)
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Putative aliphatic sulfonates transport permease protein SsuC (BIHPIGKE_00030)

Taurine import ATP-binding protein TauB (BIHPIGKE_00031)

Taurine-binding periplasmic protein (BIHPIGKE_00032)

IMGPR_plasmid_2517093000_000002: 238,178-262,370 (-)

Taurine-binding periplasmic protein (LNHGEHGA_00244)

Taurine import ATP-binding protein TauB (LNHGEHGA_00245)

Putative aliphatic sulfonates transport permease protein SsuC (LNHGEHGA_00246)
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NADH-dependent FMN reductase SfnF (LNHGEHGA_00253)
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2-hydroxychromene-2-carboxylate isomerase (LNHGEHGA_00259)
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Pseudomonine (VF0936) (LNHGEHGA_00263)
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Hippurate hydrolase (LNHGEHGA_00265)

Putative monooxygenase MoxC (LNHGEHGA_00266)
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IMGPR_plasmid_2765235942_000008: 3,937-28,303 (+)
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Hippurate hydrolase (ELINPOGL_00006)
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Taurine import ATP-binding protein TauB (ELINPOGL_00025)

Taurine-binding periplasmic protein (ELINPOGL_00026)

IMGPR_plasmid_2513237103_000014: 216,055-237,323 (-)

Taurine-binding periplasmic protein (IPEDCEEL_00202)

Taurine import ATP-binding protein TauB (IPEDCEEL_00203)

Putative aliphatic sulfonates transport permease protein SsuC (IPEDCEEL_00204)
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Pseudomonine (VF0936) (IPEDCEEL_00217)
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Hippurate hydrolase (IPEDCEEL_00219)

Putative monooxygenase MoxC (IPEDCEEL_00220)
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IMGPR_plasmid_2585427526_000010: 68,781-101,194 (+)

Oligopeptide transport ATP-binding protein OppF (BFGGPILC_00063)
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HTH-type transcriptional regulator LutR (BFGGPILC_00065)
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Taurine import ATP-binding protein TauB (BFGGPILC_00094)

Taurine-binding periplasmic protein (BFGGPILC_00095)

IMGPR_plasmid_2515154115_000016: 252,461-284,870 (-)

Taurine-binding periplasmic protein (MNJBCPMA_00238)

Taurine import ATP-binding protein TauB (MNJBCPMA_00239)

Putative aliphatic sulfonates transport permease protein SsuC (MNJBCPMA_00240)
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NADH-dependent FMN reductase SfnF (MNJBCPMA_00247)
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2-hydroxychromene-2-carboxylate isomerase (MNJBCPMA_00254)

255256257

Pseudomonine (VF0936) (MNJBCPMA_00258)

259
Hippurate hydrolase (MNJBCPMA_00260)

Putative monooxygenase MoxC (MNJBCPMA_00261)
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IMGPR_plasmid_2842217011_000013: 651-7,421 (+)
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