putative glutamine ABC transporter permease protein GInM (IHJCFEBO_00145)
putative glutamine ABC transporter permease protein GInP (IHJCFEBO_00146)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (IHJCFEBO_00155)

Autoinducer 2 import system permease protein LsrD (IHJCFEBO_00152) 2-iminobutanoate/2-iminopropanoate deaminase (IHJCFEBO_00161)
ABC transporter glutamine-binding protein GInH (IHJCFEBO_00148) N-alpha-acetyl-L-2,4-diaminobutyric acid c@aicetylas‘e (IHJCFEBO_00160)
4- carboxy -4-hydroxy-2- oxoadlplc acid aldolase (IHJCFEBO _ 00149) 3D-(3,5/4)-trihydroxycyclohexane-1,2-dione hydrolase (IHJCFEBO_00158)
NADP- dependent3 hydroxy acid dehydrogenase YdfG FbpABC (VF0272) (IHJCFEBO_00153) 5- -dehydro-2-deoxygluconokinase (IHJCFEBO_00157)
HitABC (VF0268) (IHJICFEBO_00147) 150 151 | 154 | 156 \ 159 162 163

[0 T DD "D S GRS S D FD < D ¢ NS (D - B I - N GH & S G

I
IMGPR _plasmid_2513237093_000014: 158,194-178,419 (+)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (BIHPIGKE_00202)
Autoinducer 2 import system permease protein LsrD (BIHPIGKE_00205)
FbpABC (VF0272) (BIHPIGKE_00204) |5-dehydro-2-deoxygluconokinase (BIHPIGKE_00200)
207 206 \ 203 201 3D-(3,5/4)-trihydroxycyclohexane-1,2-dione hydrolase (BIHPIGKE_00199)
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IMGPR _plasmid_2936367885_000002:217,897-238,088 (-)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (GGDIGDGM_00107)
Autoinducer 2 import system permease protein LsrD (GGDIGDGM_50110)
FbpABC (VF0272) (GGDIGDGM_00109)
111 110 \ 107 105  5-dehydro-2-deoxygluconokinase (GGDIGDGM_00105)
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I
IMGPR_plasmid_2896569440_000004: 103,620-123,957 (-)

Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (GLACJMOD_00115)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (GLACJMOD_00114)
Autoinducer 2 import system permease protein LsrD (GLACJMOD_00118)
Fructose import permease protein FrcC (GLACJMOD_00119)
FbpABC (VF0272) (GLACJMOD_00117)
121 120 | | 116 | 113
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—
IMGPR_plasmid_2516653047_000003: 119,219-137,677 (-)

Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (LGKCNLED_00178)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (LGKCNLED_00179)
Autoinducer 2 import system permease protein LsrD (LGKCNLEU_00175)
Fructose import permease protein FrcC (LGKCNLED_00174)
FbpABC (VF0272) (LGKCNLED_00176
172 173 | | 177 | 180
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IMGPR _plasmid_2513237084_000005: 180,776-199,130 (+)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (OIADHGIN_00211) L-arabinose transport system permease protein AraH (OIADHGIN_00201)
Autoinducer 2 import system permease protein LsrD (OIADHGIN760214) 3D-(3,5/4)-trihydroxycyclohexane-1,2-dione hydrolase (OIADHGIN_00208)
FbpABC (VF0272) (OIADHGIN_00213) S-dehydro—2-deoxyg|uconokinase (OIADHGIN_00209)
216 215 ‘ 212 210 204 203
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IMGPR_plasmid_2850814604_000004: 220,262-241,636 (-)
224 223
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I
IMGPR_plasmid_2765235942_000008: 237,209-247,024 (-)
} 8000 nt {
virulence (VFDB) tRNA
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