Melibiose/raffinose/stachyose import permease protein MelD (IPDJBCGN_00245)
Diacetylchitobiose uptake system perrFéZse protein DasC (IPDJBCGN_00238)
Trg{gose-recycling ABC transporter (VF0842) (IPDJBCGN_00244)
Glutarate-semialdehyde dehydrogenase (IPDJBCGN_00240)
| HitABC(VF0268) (IPDJBCGN_00243)
HitABC (VF0268) (IPDJBCGN_00239)

242
237 2417

— I
IMGPR _plasmid_2684623037_000013:241,342-253,412 (+)
Spermidine/putrescine-binding periplasmic protein (LNHGEHGA _00235)
230 229

D& —CadETT

— N
IMGPR _plasmid_2517093000_000002: 221,632-235,295 (-)
Inner membrane ABC transporter permease protein YdcV (ELINPOGL_00042)
Vitamin B12 im?a’t ATP-binding protein BtuD (ELINPOGL_00045)
HTH-type transcriptional regulator TauR (ELINPOGL_00046)
D-amino acid dehydrogenase 1 (ELINPOGL_00047)
2—iminobutan0ate/2-iminopropanoatedeaminase(ELINPOGLLOOO41) 48
40 T| 43 44 | | [ T4

246 Alpha-L-rhamnosidase (IPDJBCGN_00247)

IMGPR_plasmid. 2765235942_000008: 31,182-52,607 (+)
Inner membrane ABC transporter permease protein YdcV (OIADHGIN_00049)
2-iminobutanoate/2-iminopropan;ge deaminase (OIADHGIN_00048)
Vitamin BlZﬁnp‘ort ATP-binding protein BtuD (OIADHGIN_00052)
HTH-fype transcriptMegulator TauR (OIADHGIN_00053)
D-amino acid dehydrogenase 1 (OIADHGIN_00054)
47 50 51 | | 55

— ——
IMGPR_plasmid_2850814604_000004: 37,323-57,949 (+)

Inner membrane ABC transporter permease protein YdcV (IHJCFEBO_00060)
2-iminobutanoate/2-iminopropanoate deaminase (IHJCFEBO_00061)

59
62 Ts8

— N
IMGPR _plasmid 2513237093 000014: 73,940-85,372 (-)
Inner membrane ABC transporter permease protein YdcV (AFHIHPPG_00053)
D-glycero-alpha-D-manno-heptose 7-phosphate kinase (AFHIHPPG_00061)
2-iminobutanoate/2-iminopropanoate deaminase (AFHIHPPG_00054)
Vitamin B12 import ATP-binding protein BtuD (AFHIHPPG_00050)
Phosphoheptose isomerase ‘(A#HIHPPG_OOOS‘S)'i
Phosphoglycolate phosphatase (AFHIHPPG_00060) \ \
O-anfigen (VE0392) (AFHIHPPG_00059) HTH-type transcriptional regulator TauR (AFHIHPPG_00049)
63 62 | | ] s8 57 56 | | 52 51 | 48
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IMGPR_plasmid_2510065019_000002: 50,084-77,559 (-)
Inner membrane ABC transporter permease protein YdcV (LGKCNLED_00074)
D-glycero-alpha-D-manno-heptose 7-phosphate kinase (LGKCNLED_00082)
2-iminobutanoate/2-iminopropanoate deaminase (LGKCNLED_00075)
Vitamin B12 import ATP-binding protein BtuD (LGKCNLED_00071)
UTP--glucose-1-phosphate uridylyltransferase (LGKCNLED_00081) ‘
Phosphoheptose isomerase (LGKCNLED_00076
O-antigen (VF0392) (LGKCNLED_00080) Hiétidinol-phosphate aminotransferase (LGKCNLED_00070)
84 83 | | T 79 78 77 Wl »|2]| | _D-amino acid dehydrogenase (LGKCNLED_00069)

KK

— —
IMGPR_plasmid_2513237084_000005: 77,702-106,608 (-)
Inner membrane ABC transporter permease protein YdcV (ELKBMAEN_00242)
D-glycero-alpha-D-manno-heptose 7-phosphate kinase (ELKBMAEN_00250)
2-iminobutanoate/2-iminopropanoate deaminase (ELKBMAEN_00243)
Vitamin B12 ﬁpbrt ATP-binding protein BtuD (ELKBMAEN_00239)
Phosphoheptose isomerase (ELKBMAEN_OOZW
Phosphoglycolate phosphatase (ELKBMAEN_00249) —(
\

O-antigen (VF0392) (ELKBMAEN_00248)
252 251 | | 247 246 245

-aminoadipate transaminase (ELKBMAEN_00238)
241 240 | 237

— —
IMGPR _plasmid_2515075009_000003: 242,698-270,195 (-)
D-glycero-alpha-D-manno-heptose 7-phosphate kinase (CNIKAOAL_00019)
Phosphoheptose isomerase (CNIKAOAL_00025)
Phosphoglycolate phosphatase (CNIKAOAL_00020)
O-ant‘igen (VEO392) (CNIKAOAL_00021)
17 18 | | ] 22 23 24 D-amino acid dehydrogenase (CNIKAOAL_00026)
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IMGPR _plasmid_2842217011 _000013: 10,300-31,662 (+)
Inner membrane ABC transporter permease protein YdcV (GINPFFMK_00186)
D-glycero-alpha-D-manno-heptose 7-phosphate kinase (GINPFFMK_00178)
2-iminobutanoate/2-iminopropanoate deaminase (GINPFFMK_00185)
Phosphoheptose isomerase(TGINPFFMK_00184)
Bifunctional protein GImU (GINPFFMK_00179) Hﬁdin‘ol-‘phosphate aminotransferase (GINPFFMK_00189)
O-anﬁgen (VF0392) (GINPFFMK_00180) D-amino acid dehydrogenase 1 (GINPFFMK_00190)
176 177 | | ] 181 182 183 187 188 \ 191 192 UDP-galactopyranose mutase (GINPFFMK_00193)

2

— — ——
IMGPR_plasmid_3300025303_000199: 175,071-216,601 (+)

Inner membrane ABC transporter permease protein YdcV (HHCHJDLI_00003)
Spermidine/putrescine import ATP-binding protein PotA (HHCHJDLI_00285)
D-glycero-alpha-D-manno-heptose 7-phosphate kinase (HHCHJDLI_00011)
2-iminobutanoate/2-iminopropanoate deaminase (HHCHJDLI_00004)
Phosphoheptose isomerasg(H HcHJ DLI,OOOOS)‘

Bifunctional prqtein GIlmU (HHCHJDLI_00010) Hfstiélinol-phosphate a:minotransferase (HHCHJDLI_00284)
O-antigen (VEO392) (HHCHJDLI_00009) D-amino acid dehydrogenase 1 (HHCHJDLI_00283)
13 12 | | 8 7 6 2 1 | | 282 281 UDP-galactopyranose mutase (HHCHJDLI_00280)

4

— —
IMGPR _plasmid_2824993554_000007: 1-19,836 (-); 291,736-314,357 (-)
Inner membrane ABC transporter permease protein YdcV (KAGGNNNH_00221)
D-glycero-alpha-D-manno-heptose 7-phosphate kinase (KAGGNNNH_00213)
2-iminobutanoate/2-iminopropanoate deaminase (KAGGNNNH_00220)
Vitamin B12 i%po‘rt ATP-binding protein BtuD (KAGGNNNH_00224)
Phosphoheptose isomerase (KAGGNNNH,OOZET
Phosphoglycolate phosphatase (KAGGNNNH_00214)  HTH-type transcriptione:ll regulator TauR (KAGGNNNH_00225)

O-antiéen (VF0392) (KAGGNNNH_00215) D-amino acid dehydrogenase 1 (KAGGNNNH_00226)
210 211 212 | | 216 217 218 222 223 | | 227

\MGPR,p\asm@S%SMSé,OOOOl1: 210,292-242,665 (+)
D-glycero-alpha-D-manno-heptose 7-phosphate kinase (ILKLIFML_00264)
Phosphoheptose isomerase (ILKLIFML_00258)
Bifunctional protein GImU (ILKLIFML_00263)

O-antigen (VF0392) (ILKLIFML_00262) 256
266 265 | \ 261 260 259 | 257
— — I
IMGPR_plasmid_2791355267_000021: 267,330-291,417 ()
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