
IMGPR_plasmid_3300049822_000209: 73,158-87,485 (+)

70 71

HTH-type transcriptional regulator HdfR (BNOLLDDG_00072)

Quorom sensing (VF0471) (BNOLLDDG_00073)
Quorum-sensing (VF0433) (BNOLLDDG_00074)

Alcohol dehydrogenase [acceptor] (BNOLLDDG_00075)
76

Acetyl-CoA:oxalate CoA-transferase (BNOLLDDG_00077)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (BNOLLDDG_00078)

79

Trehalose-recycling ABC transporter (VF0842) (BNOLLDDG_00080)
Trehalose-recycling ABC transporter (VF0842) (BNOLLDDG_00081)

HTH-type transcriptional regulator LutR (BNOLLDDG_00082)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (BNOLLDDG_00083)

IMGPR_plasmid_3300049585_000017: 279-16,378 (-)

Mycobactin (VF0299) (HLNFHFJB_00001)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (HLNFHFJB_00002)
HTH-type transcriptional regulator LutR (HLNFHFJB_00003)

Trehalose-recycling ABC transporter (VF0842) (HLNFHFJB_00004)
Trehalose-recycling ABC transporter (VF0842) (HLNFHFJB_00005)

6

sn-glycerol-3-phosphate import ATP-binding protein UgpC (HLNFHFJB_00007)

Acetyl-CoA:oxalate CoA-transferase (HLNFHFJB_00008)

9
Alcohol dehydrogenase [acceptor] (HLNFHFJB_00010)

IMGPR_plasmid_3300049573_000117: 69,482-85,242 (+)

Alcohol dehydrogenase [acceptor] (KBEMADEM_00070)
71

Acetyl-CoA:oxalate CoA-transferase (KBEMADEM_00072)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (KBEMADEM_00073)

74

Trehalose-recycling ABC transporter (VF0842) (KBEMADEM_00075)

Trehalose-recycling ABC transporter (VF0842) (KBEMADEM_00076)
HTH-type transcriptional regulator LutR (KBEMADEM_00077)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (KBEMADEM_00078)

79

IMGPR_plasmid_3300048599_000179: 29,212-41,951 (+)

Alcohol dehydrogenase [acceptor] (MOJCFPJC_00035)
36

Acetyl-CoA:oxalate CoA-transferase (MOJCFPJC_00037)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (MOJCFPJC_00038)

39

Trehalose-recycling ABC transporter (VF0842) (MOJCFPJC_00040)

Trehalose-recycling ABC transporter (VF0842) (MOJCFPJC_00041)
HTH-type transcriptional regulator LutR (MOJCFPJC_00042)

IMGPR_plasmid_3300049582_000033: 45,452-64,028 (+)

Alcohol dehydrogenase [acceptor] (ADHNKONJ_00054)
55

Acetyl-CoA:oxalate CoA-transferase (ADHNKONJ_00056)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (ADHNKONJ_00057)

58

Trehalose-recycling ABC transporter (VF0842) (ADHNKONJ_00059)
Trehalose-recycling ABC transporter (VF0842) (ADHNKONJ_00060)

HTH-type transcriptional regulator LutR (ADHNKONJ_00061)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (ADHNKONJ_00062)

Mycobactin (VF0299) (ADHNKONJ_00063)

Alpha-ketoglutaric semialdehyde dehydrogenase 1 (ADHNKONJ_00064)

65

IMGPR_plasmid_3300049586_000075: 73,168-85,724 (+)

Alcohol dehydrogenase [acceptor] (DCNBOOHK_00075)
76

Acetyl-CoA:oxalate CoA-transferase (DCNBOOHK_00077)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (DCNBOOHK_00078)

79

Trehalose-recycling ABC transporter (VF0842) (DCNBOOHK_00080)

Trehalose-recycling ABC transporter (VF0842) (DCNBOOHK_00081)
HTH-type transcriptional regulator LutR (DCNBOOHK_00082)

IMGPR_plasmid_3300049572_000059: 78-12,634 (-)

HTH-type transcriptional regulator LutR (KKIACKAB_00001)
Trehalose-recycling ABC transporter (VF0842) (KKIACKAB_00002)

Trehalose-recycling ABC transporter (VF0842) (KKIACKAB_00003)

4

sn-glycerol-3-phosphate import ATP-binding protein UgpC (KKIACKAB_00005)

Acetyl-CoA:oxalate CoA-transferase (KKIACKAB_00006)

7
Alcohol dehydrogenase [acceptor] (KKIACKAB_00008)

IMGPR_plasmid_3300009870_000315: 31,165-43,577 (+)

Alcohol dehydrogenase [acceptor] (LLAMPPDD_00037)
38

Acetyl-CoA:oxalate CoA-transferase (LLAMPPDD_00039)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (LLAMPPDD_00040)

41

Trehalose-recycling ABC transporter (VF0842) (LLAMPPDD_00042)

Trehalose-recycling ABC transporter (VF0842) (LLAMPPDD_00043)
44

IMGPR_plasmid_3300049590_000022: 336-13,075 (-)

HTH-type transcriptional regulator LutR (NJBEGONP_00001)
Trehalose-recycling ABC transporter (VF0842) (NJBEGONP_00002)

Trehalose-recycling ABC transporter (VF0842) (NJBEGONP_00003)

4

sn-glycerol-3-phosphate import ATP-binding protein UgpC (NJBEGONP_00005)

Acetyl-CoA:oxalate CoA-transferase (NJBEGONP_00006)

7
Alcohol dehydrogenase [acceptor] (NJBEGONP_00008)

IMGPR_plasmid_3300022303_000086: 56,195-64,372 (+)

Alcohol dehydrogenase [acceptor] (KHKCLIFL_00058)
59

Acetyl-CoA:oxalate CoA-transferase (KHKCLIFL_00060)

Oligosaccharides import ATP-binding protein MsmX (KHKCLIFL_00061)

IMGPR_plasmid_3300024504_000003: 54-10,108 (-)

Glutathione transport system permease protein GsiD (OBDHEBDH_00001)

Dipeptide transport system permease protein DppB (OBDHEBDH_00002)
Vitamin B12 import ATP-binding protein BtuD (OBDHEBDH_00003)

Acetyl-CoA:oxalate CoA-transferase (OBDHEBDH_00004)

5
Alcohol dehydrogenase [acceptor] (OBDHEBDH_00006)

IMGPR_plasmid_3300027870_000205: 73,176-78,191 (+)

Oxygen-dependent choline dehydrogenase (HIKJBDCH_00075)

IMGPR_plasmid_3300024506_000002: 41-4,942 (-)

Oxygen-dependent choline dehydrogenase (HAGJEAFO_00001)

IMGPR_plasmid_3300048562_000015: 104-4,489 (-)

Alcohol dehydrogenase [acceptor] (KHOIMMHN_00001)

IMGPR_plasmid_3300049570_000138: 7,858-15,087 (-)
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