PD-T7-2_B_WP_161832976.1 (NJBEGONP_00063)
Mokosh_type_I_MkoB_C (NJBEGONP_00060)
Gabija_GajB_2 (NJBEGONP_00061)
Mokosh_type_|__MkoA_C (NJBEGONP_00059) 62 PD-T7-2_A_WP_198578662.1 (NJBEGONP_00064)

————— E— E——
IMGPR_plasmid_3300049590_000022: 53,800-68,364 (+)

PD-T7-2_A_WP_198578662.1 (KHKCLIFL_00002) AbiEii_ WP_007349585.1 AbiEii (KHKCLIFL_00001)
I [ —————]
IMGPR_plasmid_3300022303_000086: 9-12,030 (-)

AbiEi_WP_146016717.1 AbiEi (HAGJEAFO_00059)
AbiEiLWP,OO7349585.1AbiEii(HAGJEAFO?OOOSS)T 60 61 62

L ¢ (K K KKK

I EE—— ——
IMGPR_plasmid_3300024506_000002:49,107-65,702 (+)

PDC-565_WP_106371304.1 (BPLLLAIC_00076)
PD-T7-5_PD-T7-5 (BPLLLAIC_00071)
PD-T7-1_PD-T7-1 (BPLLLAIC_00072)
Lit_Lit (BPLLLAIC_00073)

AbiEi_WP_146016717.1 AbiEi (BPLLLAIC_OOOéé)‘ 74 Leucine-responsive regulatory protein (BPLLLAIC_00084)
AbiEii_WP_007349585.1 AbiEii (BPLLLAIC_00065) | 67 68 69 70 | 175 77 78 79 80 818283
| N S E— I

I | |
IMGPR_plasmid_3300049569_000108: 56,799-86,500 (+)
PDC-565_WP_106371304.1 (FOMIIOKD_00053)
PD-T7-5_PD-T7-5 (FOMIIOKD_00048)
PD-T7-1_PD-T7-1 (FOMIIOKD_00049)
Lit_Lit (FOMIIOKD_00050)
AbiEi_ WP_146016717.1 AbiEi (FOMIIOKD_00043) ‘

51
AbiEii_WP_007349585.1 AbiEii (FOMIIOKD_00042) | 44 45 46 47 T52 54 55 56 57 5859 60

N | N N — I
IMGPR_plasmid_3300049571_000159: 34,478-63,776 (+)
AbiEi WP_146016717.1 AbiEi JGAHPGJO_00017) PDC-565 WP_106371304.1 (JGAHPGJO_00007)
PD-T7-5_PD-T7-5 (JGAHPGJO_00012)
PD-T7-1_PD-T7-1 (JGAHPGJO_00011)
Lit_Lit JGAHPGJO_00010)
AbiEii_WP_007349585.1 AbiEii (JGAHPGJO_00018) 16 15 14 13 | | Tos 6 5 43 21

I
IMGPR_plasmid_3300049823_000228: 131-29,069 (-)
PDC-S65_WP_106371304.1 (HMJDLLKJ_00053)
PD-T7-5_PD-T7-5 (HMJDLLKJ_00048)
PD-T7-1_PD-T7-1 (HMJDLLKJ_00049)
Lit_Lit (HMJDLLKJ_00050)

AbiEi WP_146016717.1 AbiEi (HMJDLLKJ_00043) 51
AbiEii WP_007349585.1 AbiEii (HMJDLLKJ 00042) | 44 45 46 47 | Ts2 54 55 56 57 58 596061
| I N — I

I |
IMGPR _plasmid_3300049744_000015: 35,012-64,269 (+)

Glutathione transport system permease protein GsiD (ODNHDLEK_00001)

Oligopeptide transport ATP-binding protein OppF (ODNHDLEK_OOOOI)

Pseudomonine (VF0936) (ODNHDLEK_00003)

PDC-S65_WP_106371304.1 (ODNHDLEK_00017) Stress response kinase A (ODNHDLEK_00007)
PD-T7-5__PD-T7-5 (ODNHDLEK_00022) Competence protein ComM (ODNHDLEK,OM)
PD-T7-1_PD-T7-1 (ODNHDLEK_00021, Isoleucine 2-epimerase (ODNHDLEK_00008)
Lit_Lit (ODNHDLEK_00020) FadE29 (VF0845) (ODNHDLEK_00009) L (L
AbiEi_WP_146016717.1 AbiEi (ODNHDLEK_00027) 19 Toxin FitB (ODNHDLEK_00006)
AbiEii_WP_007349585.1 AbiEii (ODNHDLEK 00028) | 26 25 24 23 | T18 16 15 14 13 1211 5 | 2
| I N I I —

L ——————

IMGPR _plasmid_3300024350_000009: 68-39,253 (-)

k 10000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




