CBASS_AG_E1_ThiF ThiF family (CFMBJLGG_00080)
79 81 82 83 84 85 86 87 88 89 90

D — O —O-d-TH

—
IMGPR_plasmid_3300029611_000073: 69,757-82,573 (+)

33 32 mkCas0193 CAS-1I-A,CAS-11-B,CAS-1I-C; (CHLINLCI_00027)
T EEE— O —D-Ad-EH a0
IMGPR_plasmid_3300053491_067799:19,187-36,169 (-)
128 131 132 133134
T PO O--E@—ad-H {
IMGPR_plasmid_3300053491_067503:117,722-130,797 (+); 1-1,184 (+)
92 93 94

—
IMGPR_plasmid_3300053491_068314:87,147-101,186 (+)

T O-@d—ad-EH {

I
IMGPR_plasmid_3300053491_069867:1-11,699 (-); 127,443-128,626 (-)
1S30 family transposase ISSmil (PIBPDNLM 00082)
79 80 81

H}})H>—D<:H:>—CK]<@ {

I
IMGPR_plasmid_3300030444_000116: 74, 712791 OZO( )

93 1S30 family transposase 1SSmi1 (EHJOCECO_00094)

H}}}H>—D<:H —aC=TH {

I
IMGPR_plasmid_3300045988_000053: 86,150-101,855 (+)
1S30 family transposase 1SSmil (FKPPLLCM 00028)
30

w
=15

T < @ﬂ@

I
IMGPR_plasmid_3300053491_069324:16,599-37,442 (+)
97 98 102 105

! o O > —add
IMGPR _plasmid_3300053491 066571:93,553-102,794 (+)
k 8000 nt {
defence (DefenseFinder) defence (PADLOC)




