MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (AKPMGCPG_00713)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (AKPMGCPG_00736)
Iron(3+)-hydroxamate import system permease protein FhuB (AKPMGCPG_00718)
‘ Xylose transport system permease protein XylH (AKPMGCPG_00733)
Iron(3+)-hydroxamate-binding protein FhuD (AKPMGCPG_00717) ‘

Bicarbonate transport system permease protein CmpB (AKPMGCPG_OO7&) ‘ HTH-type transcriptional repressor CytR (AKPMGCPG_00735)
Nitrate/nitrite binding protein NrtA (AKPMGCPG_00705) | Peptidoglycan-associated lipoprotein (AKPMGCPG_00724)
IS5 family transposase 154811 (AKPMGCPG_00720)
L-alanine/L-glutamate racemase (AKPMGCPEOO714) 2-oxo-tetronate |somerase (AKPMG PG_00731)
Mlchele 2A | hits grouped (AKPMGCPG 00719 HTH-type transcrlptlonal regulator DmIR (AKPMGCPG_00737)
Indole-3-pyruvate decarboxylase (AKPMGCPG_00702) ‘ ‘ Inositol 2- -dehydrogenase (AKPMGCPG 00730)
Inosose dehydratase (AKPMGCPG'00699) Desferrioxamine (VF1244) (AKPMGCPG_00722)[ | L |
Aerobactin (VF0229) (AKPMGCPG_00709) | | FbpABC (VF0272) (AKPMGCPG_00732)
dpA (VF0432) (AKPMGCPG_00703) Protein MbtH (AKPMGCPG_00711) spA (VF0167) (AKPMGCPG_OOD&)T \ \ Response regulator protein TodT (AKPMGCPG_00742)
Mycobactin (VF0299) (AKPMGCPG_00710) Beta-hexosaminidase (AKPMGCPG_00727) Adaptive-response sensory-kinase SasA (AKPMGCPG_00741)
701 itABC (VF0268) (AKPMGCPG_00707) 716, l L 729 740 Toxin FitB (AKPMGCPG_00744)
700 | | 704 | | T708] | |7a2 | [715] 721 | 72372 728 734 738 739] | 743 745

— - — - — [
IMGPR _plasmid_2721755823_000003: 744,225-803,593 (+)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (JHDHDHJO_00709)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (JHDHDHJO_00732)
Iron(3+)-hydroxamate import system permease protein FhuB (JHDHDHJO_00714)
‘ Xylose transport system permease protein XylH (JHDHDHJO_00729)
Iron(3+)-| hydroxamate binding proteln FhuD (JHDHDHJO_00713)

HTH- type transcrlptlonal activator RhaR (JHDHDHJO_00717)
‘ ‘ HTH-type transcriptional repressor CytR (JHDHDHJO_00731)
Peptidoglycan-associated Ilpoproteln (JHDHDHJO 00721 Ié
L-alanine/L-glutamate racemase )HDHDHJO  00710) 2-oxo-tetronate i isomerase (JHDHD 00727)
Michele' 2A_hits_grouped (JHDHDHJO_00715) HTH-type transcriptional regulator DmIR (JHDHDHJO_00733)

Bicarbonate transport system permease protein CmpB (JHDHDHJO 00702) Inositol 2- -dehydrogenase (‘JHDHDHJO‘_OO7%)
Nitrate/nitrite binding protein Nr NrtA (JHDHDHJO_00701) Desferrioxamine (VF1244) (JHDHDHJO_00719) 4 J) J7
Aerobactin (VF0229) (JHDHDHJO_00705 FbpABC (VF0272) (JHDHDHJO_00728)
\ P?o?ein MbtH (JHDHDHJO_00707) spA (VF0167) (JHDHDHJO_00722)
ycobactin (VF0299) (JHDHDHJO_00706) lBeta -hexosaminidase JHDHDHJO_00723) Adaptive-response sensory-kinase SasA (JHDHDHJO_00737)
HitABC (VF0268) (JHDHDHJO 00703) 712 1 725 736
| T794 | 708 | |711] |[|718 | 720 724 730 734 735]
- I -

\MGPpr\asmid?TH82182357OOOO?3: 737,967-797,311 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (FFCJCNIN_00683)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (FFCJCNIN_00706)
Iron(3+)-hydroxamate import system permease protein FhuB (FFCJCNIN_00688)
‘ Xylose transport system permease protein XylH (FFCJCNIN_00703)
Iron(3+)-hydroxamate-binding protein FhuD (FFCJCNIN_00687)
HTH-type transcriptional repressor CytR (FFCJCNIN_00705)
Peptidoglycan-associated lipoprotein (FFCJCNIN_00694)
IS5 family transposase 154811 (FFCJCNIN_00690)
Bicarbonate transport system permease protein CmpB (FFCJCNIN 00676) 2- oxo tetronate isomerase (FFCJCNIN_00701)
Mlchele 2A _hits_grouped (FFCJCNIN 00689) HTH-type transcrlptlonai regulator DmIR (FFCJCNIN_00707)
L-alanine/L- glutamate racemase (FFCJCITN 00684) Inositol 2- -dehydrogenase (FFCJCNIN 00‘70?)
Nitrate/nitrite binding protein NrtA (FFCJCNIN_00675) Desferrioxamine (VF1244) (FFCJCNIN_00692) | | | | (L J
Aerobactin (VF0229) (FFCJCNIN_00679) | | * FbpABC (VF0272) (FFCJCNIN_00702)
| |  Protein MbtH (FFCJCNIN_00681) GspA (VF0167) (FFCJCNIN_00696) | | Serine/threonine-protein kinase PknD (FFCJCNIN_00711)

Mycobactin (VF0299) (FFCJCNIN_00680) Beta-hexosaminidase (FFCJCNIN_00697) Adaptive-response sensory-kinase SasA (FFCJCNIN_00712)
HitABC (VF0268) (FFCJCNIN_00677) 686 710
682 685] 704 708  709]

| | Te7s |
DODDDC

i L 699
691 | 69369 698
I P

— L ——— —_—
IMGPR _plasmid_2718217997_000002: 707,816-767,161 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (AJEEGHKB_00683)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (AJEEGHKB_00706)
Iron(3+)-hydroxamate import system permease protein FhuB (AJEEGHKB_00688)
‘ Xylose transport system permease protein XylH (AJEEGHKB_00703)
Iron(3+)-hydroxamate-binding protein FhuD (AJEEGHKB_00687)
HTH-type transcriptional repressor CytR (AJEEGHKB_00705)
Peptl oglycan -associated lipoprotein (AJEEGHKB_00694)
IS5 family transposase 154811 (AJEEGHKB_00690) |
Bicarbonate transport system permease protein CmpB (AJEEGHKB_00676) ‘ 2-oxo-tetronate isomerase (AJEEGHKB_00701)
Michele_2A_hits_grouped (AJEEGHKB_00689) HTH-type transcriptional regulator DmIR (AJEEGHKB_00707)
L-alanine/L-qutamate racemase ( AJEEGHKB_00684) Inositol 2- -dehydrogenase (AJEEGHKB ‘007@

Nitrate/nitrite binding protein NrtA (AJEEGHKB_00675) \ Desfeérrioxamine (VF1244) (AJEEGHKB_00692) L L \ l
Aerobactin (VF0229) (AJEEGHKB_00679) \ \ FbpABC (VF0272) (AJEEGHKB_00702)
| | Protein MbtH (AJEEGHKB_00681 GspA (VF0167) (AJEEGHKB_00696) J Serine/threonine-protein kinase PknD (AJEEGHKB_00711)
Mycobactin (VF0299) (AJEEGHKB_00680) Beta-hexosaminidase (AJEEGHKB_00697) Adaptive-response sensory-kinase SasA (AJEEGHKB_00712)
HitABC (VF0268) (AJEEGHKB_00677) 686, i L 699 710
| | Ters| 682 | |685] 691 | 69369 698 704 708 709]
DD dCHIMCPHIEAAADAD

— - aaaeeee——— - — = -
IMGPR _plasmid 2718218199 000002: 707,816-767,161 (+)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (LOHHAILK_00712)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (LOHHAILK_00734)
Iron(3+)-hydroxamate import system permease protein FhuB (LOHHAILK_00717)
‘ Xylose transport system permease protein XylH (LOHHAILK_00731)
Iron(3+)-hydroxamate-binding protein FhuD (LOHHAILK_00716)
HTH-type transcriptional repressor CytR (LOHHAILK_00733)
Peptl oglycan -associated Ilpoproteln (LOHHAILK_OO723)
1S5 family transposase 154811 (LOHHAILK 00719) ‘ Histidine transport ATP-binding protein HisP (LOHHAILK_00743)
Bicarbonate transport system permease protein CmpB (LOHHAILK 00705) 2- oxo tetronate isomerase (LOHHAILK 00729)
Mlchele 2A h|ts _grouped (LOHHAILK _( 00718) HTH-type transcnpnonai regulator DmIR (LOHHAILK_00735
L-alanine/L- glutamate racemase (LOHHAILK 00713) Inositol 2- -dehydrogenase (LOHHAILK 007?5;)

Nitrate/nitrite binding protein NrtA (LOHHAILK_00704) ‘ Desferrioxamine (VF1244) (LOHHAILK 00721) L ‘ L ; 1S5 family transposase ISPye39 (LOHHAILK_00745)
Aerobactin (VF0229) (LOHHAILK_00708) | | |  FbpABC (VF0272) (LOHHAILK 00730) Adaptive-response sensory-kinase SasA (LOHHAILK_00752)
| | Protein MbtH (LOHHAILK_00710) GspA (VF0167) (LOHHAILK_00724) Ribonuclease VapC44 (LOHHAILK_00749)
Mycobactin (VF0299) (LOHHAILK_00709) Beta-hexosaminidase (LOHHAILK_00725) Antitoxin VapB39 (LOHHAILK_00748)
HitABC (VF0268) (LOHHAILK_00706) 715 727 738 740 742 746 J 751
| | 707 | 711 714 720 | 722 726 732 736 737[739]741 T 44 ?4 750 |
DD

— N —
IMGPR _plasmid 2728369352 000003: 746,169-815,630 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (ILHBJHNJ_00706)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (ILHBJHNJ_00729)
Iron(3+)-hydroxamate import system permease protein FhuB (ILHBJHNJ_00711)
‘ Xylose transport system permease protein XylH (ILHBJHNJ_00726)
Iron(3+)-hydroxamate-binding protein FhuD (ILHBJHNJ_00710)
HTH-type transcnptlonal repressor CytR (ILHBJHNJ_00728)
Peptldoglycan -associated lipoprotein (ILHBJHNJ 00717)
1S5 family transposase 154811 (ILHBJHJJ _00713) Histidine transport ATP-binding protein HisP (ILHBJHNJ_00738)
Bicarbonate transport system permease protein CmpB (ILHBJH‘NJ 00699), ‘ 2-oxo-tetronate isomerase (ILHBJH \U,OO724)
Mlchele 2A_hits_grouped (ILHBJHNJ_ 00712 HTH-type transcrlptlonal regulator DmIR (ILHBJHNJ_00730)
L-alanine/L-glutamate racemase (ILHBJHNJ'00707) * Inositol 2-dehydrogenase (ILHBJHNJ_00723)
\ | | 1S5 family transposase [SPye39 (ILHBJHNJ_00740)

Nitrate/nitrite binding protein NrtA (ILHBJHNJ_00698) Desferrioxamine (VF1244) (ILHBJHNJ_00715) \
Aerobactin (VF0229) (ILHBJHNJ_00702) \ FbpABC (VF0272) (ILHBJHNJ_00725) Adaptive-response sensory-kinase SasA (ILHBJHNJ_00747)
\ \ Protein MbtH (ILHBJHNJ_00704) GspA (VF0167) (ILHBJHNJ_ 00719) TL Ribonuclease VapC44 (ILHBJHNJ_00744)
Mycobactin (VF0299) (ILHBJHNJ_00703) Beta-hexosaminidase (ILHBJHNJ_007. Antitoxin VapB39 (ILHBJHNJ_00743]
HitABC (VF0268) (ILHBJHNJ_00700) 709 LL 722 733 735 737; 741 [ 746
| | 701 | 705 708] 714 | 71671 721 727 731 732[734]736 [ 739 742| 745]
DD

— N —_— - — - -
IMGPR _plasmid 2718218232 _000003: 734,909-804,375 (+)
MATE_multi_ MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (HFPHFIFB_00701)
2-succinyl-6-hydroxy-2,4-cyclohexadiene- 1-carboxylate synthase (HFPHFIFB_00724)
Iron(3+)-hydroxamate import system permease protein FhuB (HFPHFIFB_00707)
‘ Xylose transport system permease protein XylH (HFPHFIFB_00721)
Iron(3+)-hydroxamate-binding protein FhuD (HFPHFIFB_00706)
HTH-type transcriptional repressor CytR (HFPHFIFB_00723)
Peptldoglycan -associated Ilpoproteln (HFPHFIFB_OO713)

1S5 family transposase 154811 (HFPHFIFB _00709) Histidine transport ATP-binding protein HisP (HFPHFIFB_00733)
Bicarbonate transport system permease protein CmpB (HFPHF(FB 00694) ‘ 2-oxo-tetronate isomerase (HFPHFIFB_00719)

M|che|e,2A,h|tsgrouped (HFPHFIFB,OO708 HTH-type transcrlptlonal régulator DmIR (HFPHFIFB_00725

L-alanine/L-glutamate racemase (HFPHFIFB.00702) Inositol 2-dehydrogenase (HFPHFIFB_00718)

Nitrate/nitrite binding protein NrtA (HFPHFIFB_00693) \ Desferrioxamine (VF1244) (HFPHFIFB_00711) \ L i J IS5 family transposase [SPye39 (HFPHFIFB_00735)
‘ Protein MbtH (HFPHFIFB_00699)| ‘ ‘ FbpABC (VF0272) (HFPHFIFB_00720) Adaptive- response sensory-kinase SasA (HFPHFIFB_00742)
Mycobactin (VF0299) (HFPHFIFB_00698) GspA (VF0167) (HFPHFIFB.00714) | | Ribonuclease VapC44 (HFPHFIFB_00739)
Aerobactin (VF0229) (HFPHFIFB_00697) 704 Beta-hexosaminidase (HFPHFIFB_00715) Antitoxin Vap339 (HFPHFIFB_00738)
HitABC (VF0268) (HFPHFIFB_00695) 703 717 728 730 732 J 741
|| Te96 | | 700 T705 710 | 712 716 722 726 7277291731 34 ?3 740 |

— I —_— - I - -
IMGPR plasmid 2721755684 _000002: 721,462-790,921 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (LPAFKDHE_00684)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (LPAFKDHE_00706)
Iron(3+)-hydroxamate import system permease protein FhuB (LPAFKDHE_00689)
‘ Xylose transport system permease protein XylH (LPAFKDHE_00703)
Iron(3+)-hydroxamate-binding protein FhuD (LPAFKDHE_00688) ‘
‘ HTH-type transcriptional repressor CytR (LPAFKDHE_00705)
Peptidoglycan-associated lipoprotein (LPAFKDHE_00695)
IS5 family transposase 154811 (LPAFKDHE_00691) L
Bicarbonate transport system permease protein CmpB (LPAFKDHE700677) ‘ 2-oxo-tetronate isomerase (LPAFKDHE_00701)
Mlchele 2A_hits_grouped (LPAFKDHE _ 00690 HTH-type transcrlptlonairegulator DmIR (LPAFKDHE_00707)
L-alanine/L-glutamate racemase (LPAFKDHE_00685) Inositol 2- dehydrogenase(LPA KDHE.00700)

Nitrate/nitrite binding protein NrtA (LPAFKDHE_00676) \ Desferrioxamine (VF1244) (LPAFKDHE_00693) L L J L Ji
Aerobactin (VF0229) (LPAFKDHE_00680) | FbpABC (VF0272) (LPAFKDHE_00702)
| | Protein MbtH (LPAFKDHE_00682, GspA (VF0167) (LPAFKDHE_00696) FbpABC (VF0272) (LPAFKDHE_00716)
Mycobactin (VF0299) (LPAFKDHE_00681) Beta-hexosaminidase (LPAFKDHE_00697) 711 L- cystlne transport system permease protein YecS
HitABC (VF0268) (LPAFKDHE_00678) 687 699 710 713 715
692 | 694 698 704 708 709[712[714 |

683 | |e86]

| | Tez9|
DD

— N - — ] - -
IMGPR _plasmid_642555152_000002: 722,710-778,665 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (FMECIIDA_00270)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (FMECIIDA_00248)
Iron(3+)-hydroxamate import system permease protein FhuB (FMECIIDA_00265)
‘ Xylose transport system permease protein XylH (FMECIIDA_00251)
Iron(3+)-hydroxamate-binding protein FhuD (FMECIIDA_00266)
HTH-type transcriptional repressor CytR (FMECIIDA_00249)
Peptidoglycan-associated lipoprotein (FMECI IDA_OOZS 9)
1S5 family transposase 154811 (FMECIIDA_00263) 'J
Bicarbonate transport system permease protein CmpB (FMECIIDA_00277j ‘ 2-oxo-tetronate isomerase (FMECIIDA_00253)
Michele_2A_hits_grouped (FMECIIDA_00264) ~HTH-type transcriptional regulator DmIR (FMECIIDA_00247)
L-alanine/L-qutamate‘ racemase (FMECIﬁALOO269) Inositol 2-dehydrogenase (FMECI IDA,OO2ST)

Nitrate/nitrite binding protein NrtA (FMECIIDA_00278) Desferrioxamine (VF1244) (FMECIIDA 00261) [ | | | |
Aerobactin (VF0229) (FMECIIDA_00274) | | |  FbpABC (VF0272) (FMECIIDA 00252)
| Protein MbtH (FMECIIDA_00272) GspA (VF0167) (FMECIIDA 00258) | |
Mycobactin (VF0299) (FMECIIDA_00273) Beta-hexosaminidase (FMECIIDA_00257) 243
HitABC (VF0268) (FMECIIDA 06276 267, 255 244 241
\ Tzls \ 271 268] 262 | 260 256 250 246 24512421240 239

— N —_— - — - - -
IMGPR _plasmid_2842422224 000002: 271,549-327,487 (-)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (PHKELAMI_00691)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (PHKELAMI_00714)
Iron(3+)-hydroxamate import system permease protein FhuB (PHKELAMI_00696)
‘ Xylose transport system permease protein XylH (PHKELAMI_00711)
Iron(3+)-hydroxamate-binding protein FhuD (PHKELAMI_00695)
HTH-type transcriptional repressor CytR (PHKELAMI_00713)
Peptl oglycan -associated Ilpoprotem (PHKELAMI_OO?OZ)

IS famllytransposase 154811 (PHKELAMI 00698)
Bicarbonate transport system permease protein CmpB (| PHKELAMI 00684) ‘ 2-oxo-tetronate i isomerase (PHKELAMI_00709)

Michele_2A_hits_grouped (PHKELAMI_00697) HTH-type transcriptional regulator DmIR (PHKELAMI_00715)

L-aIanine/L-gIutamate‘racemase (PHKELAT/I IL00692) Inositol 2-dehydrogenase tPHKELAM I,‘OO‘7(787)

Nitrate/nitrite binding protein NrtA (PHKELAMI_00683) \ Desferrioxamine (VF1244) (PHKELAMI_00700) \ \
Aerobactin (VF0229) (PHKELAMI_00687) \ \ FbpABC (VF0272) (PHKELAMI_00710)
\ \ Protein MbtH (PHKELAMI_00689! GspA (VF0167) (PHKELAMI_00704) J
Mycobactin (VF0299) (PHKELAMI_00688) Beta-hexosaminidase (PHKELAMI_00705)
HitABC (VF0268) (PHKELAMI_00685) 694 L L 707 718 720
| | Tess | 690 693[ 699 | 70170 706 712 716 7177191721 722

— N —_—
IMGPR _plasmid_2718218233_000003: 726,988-782,922 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CLIPLPHP_00817)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (CLIPLPHP_00792)
Iron(3+)-hydroxamate import system permease protein FhuB (CLIPLPHP_00812)
‘ Xylose transport system permease protein XyIH (CLIPLPHP_00795)
Iron(3+)-hydroxamate-binding protein FhuD (CLIPLPHP_00813)HTH-type transcrlptlonal repressor CytR (CLIPLPHP_00793)
‘ TPeptldoegcan -associated Ilpoproteln (CLIPLPHP_00804)
IS481fam|Iytransposase 1SMex2 (CLIPLPHP_00810)
IS5 family transposase 154811 (CLIPLPHTD 00808)
Bicarbonate transport system permease protein CmpB (CLIPLPHP. 00824)‘ ‘ 2-0Xo- tetronate isomerase (CLIPLPHP_00797)
|Michele_1A hits_grouped (CLIPLPHP_00809)  HTH-type transcriptional regulator DmiR (CLIPLPHP_00791)
L-alanine/L-glutamate racemase (CLIPLPHPBOSlé) Inositol 2- -dehydrogenase (CLIF’LPHP70079?)
Nitrate/nitrite binding protein NrtA (CLIPLPHP_00825) Desferrioxamine (VF1244) (CLIPLPHP oosoé)T | |
Aerobactin (\/F0229) (CLIPLPHP_00821) FbpABC VF0272) (CLIPLPHP_00796)

| | Protein MbtH (CLIPLPHP_00819) GspA (VF0167) (CLIPLPHP_00802) k
Mycobactin (VF0299) (CLIPLPHP_00820) Beta-hexosaminidase (CLIPLPHF* 00801) 787
HitABC (VF0268) (CLIPLPH P06823 814 g L 799 789] 786
| | 822 818 815] 811 | |807 | 80580 800 794 790 788 [785 784

— N L |
IMGPR _plasmid_2872747094_000003: 820,054-877,033 (-)
6 15481 family transposase ISMex2 (PPKADGLP_00001)

IMGPR _plasmid_2842441272_000016: 162-5,808 (-)
15481 family transposase ISMex2 (EEEDHLGJ_00857)

IMGPR _plasmid_2842462802_000015:929,856-935,502 (+)
p—————20000nt——mm
defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)




