
IMGPR_plasmid_2721755684_000002: 613,725-625,919 (+)

587 putative protein (HFPHFIFB_00588) 589

HTH-type transcriptional regulator GltR (HFPHFIFB_00590)

591 592 593 594
Acetylornithine deacetylase (HFPHFIFB_00595)

Glyoxylate/hydroxypyruvate reductase A (HFPHFIFB_00596)

597
598

Putative aldehyde dehydrogenase AldA (HFPHFIFB_00599)

IMGPR_plasmid_2852395405_000002: 590,882-604,779 (+)

Hsp60 (VF0159) (ACHGHFHH_00571) 576 577 578

IMGPR_plasmid_2718218199_000002: 600,032-613,299 (+)

571 572

NAD/NADP-dependent betaine aldehyde dehydrogenase (AJEEGHKB_00578)

Betaine aldehyde dehydrogenase (AJEEGHKB_00579)
putative tartrate dehydrogenase/decarboxylase TtuC' (AJEEGHKB_00580)

IMGPR_plasmid_2718218233_000003: 571,820-585,112 (+)

542 543 Glyoxylate/hydroxypyruvate reductase A (PHKELAMI_00546)

IMGPR_plasmid_2728369352_000003: 583,949-598,902 (+)

557 558 559 562

IMGPR_plasmid_2842264693_000014: 143,507-156,166 (-)

Gamma-glutamylputrescine oxidoreductase (FHPAENBG_00128)
Succinate-semialdehyde dehydrogenase [NADP(+)] GabD (FHPAENBG_00129)

Glyoxylate/hydroxypyruvate reductase A (FHPAENBG_00133)136

5000 nt

virulence (VFDB)


