
IMGPR_plasmid_2728369352_000003: 254,697-270,445 (+)

Phosphomethylpyrimidine synthase (LOHHAILK_00252)

tRNA 5-methylaminomethyl-2-thiouridine biosynthesis bifunctional protein MnmC (LOHHAILK_00253)

254

Thiazole synthase (LOHHAILK_00255)

Thiamine-phosphate synthase (LOHHAILK_00256)

257
258

259

Zinc-type alcohol dehydrogenase-like protein (LOHHAILK_00260)

261
262

263

IS30 family transposase ISRssp4 (LOHHAILK_00264)

265 266 267

Leukotoxin export protein LtxD (LOHHAILK_00268)
RtxA (VF0482) (LOHHAILK_00269)

270

IMGPR_plasmid_2718218235_000003: 257,771-272,035 (+)

264

Zinc-type alcohol dehydrogenase-like protein (JHDHDHJO_00265)

266
267

268 269

IMGPR_plasmid_2721755823_000003: 251,035-263,576 (+)

ISNCY family transposase ISRel26 (AKPMGCPG_00262)
263

IMGPR_plasmid_2872747094_000003: 147,128-178,095 (-)

141142
IS21 family transposase ISSme2 (CLIPLPHP_00143)

144146

ISNCY family transposase ISRel26 (CLIPLPHP_00147)
Enhanced intracellular survival protein (VF0807) (CLIPLPHP_00148)

N-acetylmannosamine kinase (CLIPLPHP_00149)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (CLIPLPHP_00150)

Trehalose-recycling ABC transporter (VF0842) (CLIPLPHP_00151)
Trehalose-recycling ABC transporter (VF0842) (CLIPLPHP_00152)

153

Myo-inositol 2-dehydrogenase (CLIPLPHP_00154)

Putative N-acetylmannosamine-6-phosphate 2-epimerase (CLIPLPHP_00155)

putative HTH-type transcriptional regulator YbbH (CLIPLPHP_00156)

Error-prone DNA polymerase (CLIPLPHP_00157)

158159
160

161

Zinc-type alcohol dehydrogenase-like protein (CLIPLPHP_00162)

163

IMGPR_plasmid_642555152_000002: 248,728-265,955 (+)

251
252 254

Putative metal chaperone YciC (LPAFKDHE_00258)
259

IMGPR_plasmid_2933599457_000001: 853-16,976 (-)

Putative metal chaperone YciC (OBBMDAPE_00002)810
tRNA 5-methylaminomethyl-2-thiouridine biosynthesis bifunctional protein MnmC

IMGPR_plasmid_2928991799_000024: 7,011-34,218 (-)

Alcohol dehydrogenase [acceptor] (EEHJNOIM_00009)

L-xylulose/3-keto-L-gulonate kinase (EEHJNOIM_00010)

3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase (EEHJNOIM_00011)
Aerobic glycerol-3-phosphate dehydrogenase (EEHJNOIM_00012)

Aldo-keto reductase YhdN (EEHJNOIM_00013)
Transcriptional regulator LsrR (EEHJNOIM_00014)

Ribose import permease protein RbsC (EEHJNOIM_00015)
Ribose import ATP-binding protein RbsA (EEHJNOIM_00016)

17

Thiamine-phosphate synthase (EEHJNOIM_00018)

2324

IMGPR_plasmid_2791355256_000024: 180,020-211,740 (+)

161
Thiamine-phosphate synthase (HBKHAMDH_00166)

167

Ribose import ATP-binding protein RbsA (HBKHAMDH_00168)

L-arabinose transport system permease protein AraH (HBKHAMDH_00169)

Transcriptional regulator LsrR (HBKHAMDH_00170)

Aldo-keto reductase YhdN (HBKHAMDH_00171)

Aerobic glycerol-3-phosphate dehydrogenase (HBKHAMDH_00172)

3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase (HBKHAMDH_00173)

L-xylulose/3-keto-L-gulonate kinase (HBKHAMDH_00174)

Alcohol dehydrogenase [acceptor] (HBKHAMDH_00175)
176 177 178 179

IMGPR_plasmid_2718218199_000002: 253,182-277,071 (+)

263
Ribose import ATP-binding protein RbsA (AJEEGHKB_00264)

L-arabinose transport system permease protein AraH (AJEEGHKB_00265)

Transcriptional regulator LsrR (AJEEGHKB_00266)

Aldo-keto reductase YhdN (AJEEGHKB_00267)

Aerobic glycerol-3-phosphate dehydrogenase (AJEEGHKB_00268)

3-hydroxy-5-phosphonooxypentane-2,4-dione thiolase (AJEEGHKB_00269)

L-xylulose/3-keto-L-gulonate kinase (AJEEGHKB_00270)

Alcohol dehydrogenase [acceptor] (AJEEGHKB_00271)
ISNCY family transposase ISRel26 (AJEEGHKB_00272)

273

IMGPR_plasmid_2841864319_000005: 197,394-213,143 (-)

172173
Toxin FitB (NLFPGFEC_00174)

Vitamin B12 import ATP-binding protein BtuD (NLFPGFEC_00175)
S-adenosyl-L-methionine-binding protein (NLFPGFEC_00176)

Free methionine-R-sulfoxide reductase (NLFPGFEC_00177)

AAC_6p_Ia_fam-NCBIFAM AAC(6')-Ia family aminoglycoside 6'-N-acetyltransferase (NF033078.2) (NLFPGFEC_00182)

HitABC (VF0268) (NLFPGFEC_00183)

IMGPR_plasmid_643348569_000004: 40,236-55,961 (+)

Free methionine-R-sulfoxide reductase (CFDEJGJD_00043)
S-adenosyl-L-methionine-binding protein (CFDEJGJD_00044)
Vitamin B12 import ATP-binding protein BtuD (CFDEJGJD_00045)

Toxin FitB (CFDEJGJD_00046)
47 48

IMGPR_plasmid_2825241364_000009: 240,323-254,051 (+)

Free methionine-R-sulfoxide reductase (MFOIAJAP_00218)
S-adenosyl-L-methionine-binding protein (MFOIAJAP_00219)

Toxin FitB (MFOIAJAP_00220)
221 222

IMGPR_plasmid_2791355267_000020: 221,256-239,777 (+)

201 202

IMGPR_plasmid_2842363717_000015: 7,164-28,290 (-)

8
FbpABC (VF0272) (NPIHEPIG_00009)

1011121314

Fumarate reductase flavoprotein subunit (NPIHEPIG_00015)

16

10000 nt

virulence (VFDB) AMR (AMRFinderPlus)


