3-hydroxy-5-methyl-1-naphthoate 3-O-methyltransferase (AKPMGCPG_00642)
Chaperone protein HtpG (AKPMGCPG_00638)
644
645 647
639640 641 643]646 Sigma M (VF0822) (AKPMGCPG_00648)

]
IMGPR plasmid_2721755823_000003: 679,032-688,586 (+)
613 614

CHE-A@-AHODID

-
IMGPR_plasmid_642555152_000002: 657,522-667.074 (+)
640 644
639 T 645646 651

DH-CEHED-EAH DD

-_—
IMGPR_plasmid_2852395405_000002: 667,076-678,294 (+)
637
638639 644

H-EEHEE-EEHDIDED

-_—
IMGPR plasmid_2718218199 000002: 674,541-685,764 (+)
656 657

H-ECEHED—AHDIDED

\MGPR?D\asm'\d727217556847000002:6-88‘200—699,417 (+)
Imp (VF1258) (LOHHAILK_00654)
Imp (VF1258) (LOHHAILK_00658)
HSI-3 (VF0944) (LOHHAILK_00656)

645 Imp (VF1258) (LOHHAILK_ 00657) Imp (VF1258) (LOHHAILK_00664)
644 T6SS (VF1337) (LOHHAILK 00653)|  Imp (VF1258) (LOHHAILK_00660) PD-T4-6_WP_012633303.1 (LOHHAILK_00667)
639640 641642643 | | 646 647648 649 650651652 | 655 ‘ | ]659 661 662 663 665 666 | 668 673
I I S — —_— -_—
IMGPR_plasmid_2728369352_000003: 676,239-724,119 (+)
Imp (VF1258) (OHDGKPEO_00204)
Imp (VF1258) (OHDGKPEO_00200)
HSI-3 (VF0944) (OHDGKPEO_00202)
213 Imp (VF1258) (OHDGKPEO_00201)Imp (VF1258) (OHDGKPEO_00194)
214 T6SS (VF1337) (OHDGKPEO_00205) Imp (VF1358) (OHDGKPEO_00198) PD-T4-6_WP_012633303.1 (OHDGKPEO_00191)
219218 217216215 | [212 211210 209 208 207206 | 203 | | 199 197 196 195 193 192 [ 190
LI | I N I _— -_—
IMGPR_plasmid_2721755685_000003: 185,900-233,779 ()
Imp (VF1258) (LNHEANGA _00654)
Imp (VF1258) (LNHEANGA _00658)
HSI-3 (VF0944) (LNHEANGA 00656)
645 Imp (VF1258) (LNHEANGA 00657) Imp (VF1258) (LNHEANGA_00664)
644 T6SS (VF1337) (LNHEANGA 00653) Imp (VF1258) (LNHEANGA_00660) PD-T4-6_WP_012633303.1 (LNHEANGA 00667)
639640 641642643 | | 646 647648 649 650651652 | 655 | | |e59 661 662 663 665 666 | 668
LI | I B I _— -_—

IMGPR _plasmid_2721755556_000003: 676,239-724,119 (+)
Imp (VF1258) (ILHBJHNJ_00647)
Imp (VF1258) (ILHBJHNJ_00652)
HSI-3 (VF0944) (ILHBJHNJ_00650)
Imp (VF1258) (ILHBJHNJ_00651)
T6SS (VF1337) (ILHBJHNJ 00646)
632 635 638 648
6311 633634 | 636637639 640641 642 643 644645 Tea9

Imp (VF1258) (ILHBJHNJ_00658)
Imp (VF1258) (ILHBJHNJ_00654) PD-T4-6_WP_012633303.1 (ILHBJHNJ_00661)
| 653 655 656 657 659 660 | 662

IMGPR _plasmid_2718218232_000003: 664,988-712,861 (+)
p——10000 Nt ———
defence (PADLOC) virulence (VFDB)




