MTase_|I_00048 Type (FIHPKJMF_00002)
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IMGPR_plasmid_3300013958_000042: 103-7,033 (+)
1 2 Protein VirD4 (MNFKOAOI_00003)

IMGPR_plasmid_3300028905_000035: 462-6,916 (+)
1 2 3 Protein VirD4 (MOECAAII_00004)

IMGPR _plasmid_3300029668 000023:456-7,577 (+)
1 2 Protein VirD4 (PCBDOGMP_00003)

IMGPR_plasmid_3300008268_000020: 81-6,739 (+)
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IMGPR _plasmid_3300029589_000043: 350-9,721 (+)
25 24 23

N
N

21 Protein VirD4 (APCOKGOI_00020)

IMGPR_plasmid_3300014808_000023: 19,760-28,679 (-)

i

IMGPR_plasmid_3300029115_000032: 446-4,598 (+)

l

IMGPR _plasmid_3300029310_000032: 152-4,300 (+)

l

IMGPR_plasmid_3300014778_.000036: 73-4,573 (+)

N
w

IMGPR_plasmid_3300029351 000011: 18,800-22,841 (-)
HEase_00017 homing (PMNPHMMG_00001)

N

IMGPR_plasmid_3300029766_000054:845-7,263 (+)
HEase_00017 homing (PHJCEFCF_00024)

N
w

IMGPR_plasmid_2561511082_000003: 19,827-27,161 (-)

[N
o

IMGPR_plasmid_3300014940_000011: 18,405-23,349 (-)
25 24

IMGPR_plasmid_3300008299_000068: 21,322-27,056 (-)
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w
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IMGPR_plasmid_3300029510_000030: 154-7,290 (+)
3000 nt 1

defence (PADLOC)
I



